IDENTIFICATION

Species: Carica papaya

Locus: evm.model.supercontig_14.96

Gene Model: evm.model.supercontig_14.96
Description: CpEXPA-05

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Cpapaya ASGPBVO 4
KEGG: https://www.genome.jp/entry/T05151

EXTERNAL RESOURCES
http://asgpb.mhpcc.hawaii.edu/papaya/



https://phytozome-next.jgi.doe.gov/info/Cpapaya_ASGPBv0_4
https://www.genome.jp/entry/T05151
http://asgpb.mhpcc.hawaii.edu/papaya/
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Query seq. e e

Superfanilies PLNO0OOS50

Name Accession Description Interval E-value
[+] PLN00050 super family ci31535 expansin A; Provisional 33-256  2.05e-131
SEQUENCES

Peptide

>CpEXPA-05

MVPIPHICQVVRRKMKSFFGIVLVGFVSVVSSTVYGYGGGGWINAHATFYGGGDAS
GTMGGACGYGNLYSQGYGINTAALSTALFDNGLSCGACYELKCVNDPQWCLPGTIV
VTATNFCPPGGWCDPPNQHFDLSQPIFEHIAKYRAGIVPVMYRRVRCRRSGGIRFTIN
GHSYFNLVLVTNVGGAGDVRGVSIKGSRTRWQAMSRNWGQNWQSNAYLNGQALS
FLVTASDGRRVLSYNVAPAGWSFGQTYTGNQFRY™*

CDS (coding sequence)
>CpEXPA-05

ATGGTCCCAATACCTCATATTTGTCAGGTTGTCAGGAGGTGTGATCTTGACCCTCC
TCTATTTATTCCTCTGACTCCTCCCTCCTTCATTTCCTCATAAAACAACTCTTTCAA
CCTCTTCAATCTCCCTGTAAATTACAATCTCCTCTTTACTCTTTTCTTCCTAGTTTG
CCTTATTTTAACCATGCATGATACAGATTAACTTTATATACAGTACTAGCTAGTTT
AATGTAATAAACTTTTCGATATATAAATGCATGGTTGATTTTATGGACATGGTTGT
TCTTATTTTTGCAGGAAAATGAAGAGTTTTTTTGGCATTGTTCTAGTGGGATTTGT
GTCGGTGGTTTCTTCTACTGTTTATGGGTACGGTGGAGGAGGGTGGATTAATGCT
CATGCAACATTTTATGGAGGAGGTGATGCTTCTGGGACAATGGGTACGTATACAT
ATATATATACAAATATCTATGTTTTATAACTAATTAGTTCTTTTAGTTGGGAATAT
CACATGGGTTAATATCGTACTTACCTTTAATACTATTAGTCTAGCTAACTAGTAAA
TTTTTCATCAAGCAATTTGCTTCCTGTGTCTATAAAGTTGTATTGATGTGAATGCA
GGTGGAGCGTGTGGTTATGGGAATCTATACAGTCAAGGTTATGGGATAAACACA
GCAGCCCTGAGCACTGCATTGTTCGACAATGGGTTGAGCTGCGGTGCATGCTATG
AGCTAAAGTGTGTGAATGACCCACAATGGTGTCTTCCTGGGACCATTGTAGTCAC
TGCTACTAATTTCTGCCCTCCCGGAGGCTGGTGTGACCCTCCAAACCAGCACTTTG
ATCTCTCTCAACCCATCTTCGAACACATCGCAAAGTACCGAGCTGGAATCGTCCC
CGTTATGTACAGAAGGTAACACAATTCTAGACAACTTATATATCGATAGGAGCAA
ATACTAGGATATAATAATAACTTGAAGTGTATATATATATAATAATAACTTAAAG
CGGGTAATTTTGTGAGTAGGGTAAGGTGCCGGAGAAGTGGAGGCATTAGATTCA
CAATCAATGGACATTCGTATTTCAATCTAGTTCTTGTAACAAATGTTGGAGGTGCC
GGTGATGTCCGTGGCGTGTCCATAAAGGGTTCAAGAACAAGATGGCAAGCCATG
TCAAGAAACTGGGGTCAGAACTGGCAAAGCAACGCCTACCTCAACGGTCAAGCT



CTTTCTTTTCTCGTCACCGCCAGCGACGGTCGCCGTGTCTTGTCTTACAACGTAGC
TCCCGCCGGCTGGTCTTTCGGCCAGACTTACACCGGAAACCAGTTTCGCTATTAA

Nucleotide
>CpEXPA-05

ATGGTCCCAATACCTCATATTTGTCAGGTTGTCAGGAGGTGTGATCTTGACCCTCC
TCTATTTATTCCTCTGACTCCTCCCTCCTTCATTTCCTCATAAAACAACTCTTTCAA
CCTCTTCAATCTCCCTGTAAATTACAATCTCCTCTTTACTCTTTTCTTCCTAGTTTG
CCTTATTTTAACCATGCATGATACAGATTAACTTTATATACAGTACTAGCTAGTTT
AATGTAATAAACTTTTCGATATATAAATGCATGGTTGATTTTATGGACATGGTTGT
TCTTATTTTTGCAGGAAAATGAAGAGTTTTTTTGGCATTGTTCTAGTGGGATTTGT
GTCGGTGGTTTCTTCTACTGTTTATGGGTACGGTGGAGGAGGGTGGATTAATGCT
CATGCAACATTTTATGGAGGAGGTGATGCTTCTGGGACAATGGGTACGTATACAT
ATATATATACAAATATCTATGTTTTATAACTAATTAGTTCTTTTAGTTGGGAATAT
CACATGGGTTAATATCGTACTTACCTTTAATACTATTAGTCTAGCTAACTAGTAAA
TTTTTCATCAAGCAATTTGCTTCCTGTGTCTATAAAGTTGTATTGATGTGAATGCA
GGTGGAGCGTGTGGTTATGGGAATCTATACAGTCAAGGTTATGGGATAAACACA
GCAGCCCTGAGCACTGCATTGTTCGACAATGGGTTGAGCTGCGGTGCATGCTATG
AGCTAAAGTGTGTGAATGACCCACAATGGTGTCTTCCTGGGACCATTGTAGTCAC
TGCTACTAATTTCTGCCCTCCCGGAGGCTGGTGTGACCCTCCAAACCAGCACTTTG
ATCTCTCTCAACCCATCTTCGAACACATCGCAAAGTACCGAGCTGGAATCGTCCC
CGTTATGTACAGAAGGTAACACAATTCTAGACAACTTATATATCGATAGGAGCAA
ATACTAGGATATAATAATAACTTGAAGTGTATATATATATAATAATAACTTAAAG
CGGGTAATTTTGTGAGTAGGGTAAGGTGCCGGAGAAGTGGAGGCATTAGATTCA
CAATCAATGGACATTCGTATTTCAATCTAGTTCTTGTAACAAATGTTGGAGGTGCC
GGTGATGTCCGTGGCGTGTCCATAAAGGGTTCAAGAACAAGATGGCAAGCCATG
TCAAGAAACTGGGGTCAGAACTGGCAAAGCAACGCCTACCTCAACGGTCAAGCT
CTTTCTTTTCTCGTCACCGCCAGCGACGGTCGCCGTGTCTTGTCTTACAACGTAGC
TCCCGCCGGCTGGTCTTTCGGCCAGACTTACACCGGAAACCAGTTTCGCTATTAA



