IDENTIFICATION

Species: Panicum hallii HAL

Locus: PhHAL.2G358600

Gene Model: PhHAL.2G358600.1.p
Description: PhhEXLA-01

Family: Expansin Like Alpha

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL _v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm
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Query seq.

Specific hits Pollen_allerg_1

Superfanilies DPBB_RIpA_EXP_N-like superfamily Pollen_allerg 1 superfamily

List of domain hits L
Name Accession Description Interval E-value
[+] DPBB_EXLA_N €d22276 N-terminal double-psi beta-barrel fold domain of the expansin-like A subfamily; Expansin-like 17-144 5.03e-63
[+ Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pll and PIll from Lolium perenne. 155-225 2.96e-15

Peptide
>PhhEXLA-01

MAVFLCFFLVLVVASCSAAGDERCVRQGKAAYAPSLSPLPQGSGVCGYGAMAAEIN
GGFLAAGGPKQHRGGLGCGRCFQVRCRDAKLCSSRGVRVVLTDFHRSNRTDFLLGG
PAFAGLAKPGMAHELKRLDTLSVEYKRIPCDYKDKNLSILVEEESKRPSNLVVKFLY
QGGQTDILAVDVAAVGSSEWRFMTRVRGPVWRTDRVPAGPLQFRAVVTGGYDGK
WVWAEREVLPADWRPGQVYDTGVRIADVARDGCQAAPPPRWAGSKDGQLLGRQIH
HSTD*

CDS (coding sequence)
>PhhEXLA-01

ATGGCCGTCTTCCTCTGTTTCTTCCTGGTGCTCGTCGTCGCCTCCTGCTCCGCCGCA
GGCGACGAGAGGTGCGTGCGGCAGGGGAAGGCCGCATACGCGCCCTCGLCTGTCC
CCGCTCCCGCAAGGCAGCGGAGTCTGCGGGTACGGCGCCATGGCCGCGGAGATC
AATGGGGGCTTCCTCGCCGCCGGGGGACCCAAGCAGCACCGCGGAGGGLCTCGGC
TGCGGGAGGTGTTTCCAGGTGAGATGCAGAGACGCAAAGCTGTGCAGCAGCCGG
GGAGTGCGGGTCGTGCTCACCGACTTCCACAGGAGCAACCGTACCGACTTCCTGC
TCGGAGGGCCAGCTTTCGCGGGCCTGGCCAAGCCCGGGATGGCCCACGAGTTGA
AGAGGCTGGATACTCTCTCCGTAGAGTACAAGAGAATTCCCTGCGACTACAAGGA
CAAGAACCTGTCCATACTCGTGGAGGAAGAGAGCAAGCGTCCAAGCAACCTGGT
CGTCAAGTTCCTCTACCAGGGCGGCCAAACCGACATCCTGGCGGTGGACGTGGCT
GCGGTGGGGTCGTCGGAGTGGCGGTTCATGACGCGGGTCCGCGGGCCGGTGTGG
CGCACGGACCGGGTCCCCGCCGGCCCGCTGCAGTTCCGGGCCGTGGTCACGGGCG
GGTACGACGGCAAGTGGGTGTGGGCCGAGCGGGAGGTGCTCCCGGCGGACTGGC
GGCCGGGGCAGGTCTACGACACCGGCGTCCGGATCGCCGACGTGGCCAGGGACG
GCTGCCAGGCGGCGCCGCCGCCGCGCTGGGCTGGAAGTAAGGACGGCCAGCTGC
TGGGTAGACAGATACACCATAGTACAGACTAA

Nucleotide
>PhhEXLA-01

ACAGTGGCCTAAGCAGCGGCATGTGCTAGCCAGAGGCAGAGGTCACAGTCTCCT
CTCCTCTTTCCCTCCCTCGCTCTCTACTACTCGACGCCATCGCCATGGCCGTCTTCC



TCTGTTTCTTCCTGGTGCTCGTCGTCGCCTCCTGCTCCGCCGCAGGCGACGAGAGG
TGCGTGCGGCAGGGGAAGGCCGCATACGCGCCCTCGCTGTCCCCGCTCCCGCAAG
GTAGGTGTGCCTACAGATCGACGGCGGCCGGCCGATTTCTTCAAGCCACGAGAGT
AGATTTCAGCCCTCTTCCTTTTCCGCCACGGTTCTAAGCGGCTCTTGGTCGGTTGA
TGACCAGCAGGCAGCGGAGTCTGCGGGTACGGCGCCATGGCCGCGGAGATCAAT
GGGGGCTTCCTCGCCGCCGGGGGACCCAAGCAGCACCGCGGAGGGLCTCGGLTGC
GGGAGGTGTTTCCAGGTATTACAAAGTCGATTCAACTTTCAACCAGATCAATTGG
GATTCTTCATTTCTAATTTTACATTTCTTTTTCCTTCTTTCTTTTTTTGTTTATTGTGT
CCTTATTTTGATTCGGTTCGCAAGGCGCCCCTTTCTTGAGTCTTCTTCACTGGCCCT
ATAAGATTCCTTAGGACCTTGGATTTCTGGTTGTGGATTTTGTTTCTAAATTTTGT
GTAAGGTGTGCTGCTGTACTCCATGTTGATGCTTTTGGGATTGGACTTTCTCGTTT
TCTTGGCGTCTTCAGAGTTCAGAGCCAGCAAGCAAAGCAACCTGCAAATTATGGG
GGAATCTGTGTGCCTTTTGTTTTCAGTTAGTTGGCTCCACTCAATCAAGAGATCAA
TTTTGGAACTTTCTGTTCACCTTCCTGCCAAATGTAGTCCTGGAAAACCAAGAGTT
TCTAGTTTGTACTTTGTAGGTAACTTACGTACCAAATGTATATGCTCTGCTCAGTG
GTTTTCTACTTTGGATTTATTTGCTAACATTTTCTTTGGCTTTTCAGAAGAATCAAC
TGTTCTGCTGAATATGCCATCCAGCCTATTGGATTTTTGTTCAGTTATTTTCAGCTT
CATTTGTTCTTACTTTCTTTTTCTACTTTTCGATTTGGTAACAGGTGAGATGCAGAG
ACGCAAAGCTGTGCAGCAGCCGGGGAGTGCGGGTCGTGCTCACCGACTTCCACA
GGAGCAACCGTACCGACTTCCTGCTCGGAGGGCCAGCTTTCGCGGGCCTGGCCAA
GCCCGGGATGGCCCACGAGTTGAAGAGGCTGGATACTCTCTCCGTAGAGTACAA
GAGGTAAACAGCTGGAGTATTTTGTACTATAAAATAATCTGCAAATGAAGAACTA
GCAATAATTCAATCTTCGTTCAGTATTGCAAATTCCCAAAATATATGGCATGGGT
GTAAGCAACTGTACATTTCAGAACTGTGAAGTTCGTGATCGAACTTTACGAATTG
TTAGGGGTTAATAACTCTCTCCAAATAATTCATCAGTTATGTGAATTGGAAACTG
AGGCTTACAGTTAATTGCAAAAAATAAGTTATGCCTCATATAGTCATATTTAGGT
TTACTGATATTTACAGCCATCAGTGATCTGACATGAGTTGATACAAGGGTCAGCA
CAATTTTCCACTAGGCTAGATGGAATGTAGCACAAGTTCGTTAAAGAGAGGTTCA
TGAAATGCCTTTCAGGGAAAGGACATACAGTGCTCTGAATTTTTGTTTTTCAAAG
AGTCTAGCTCGAGAGAGCTGCATTCAAACAATCTGAATGTCTCATGGATCTCTTG
CTGGCTTGCAGAATTCCCTGCGACTACAAGGACAAGAACCTGTCCATACTCGTGG
AGGAAGAGAGCAAGCGTCCAAGCAACCTGGTCGTCAAGTTCCTCTACCAGGGCG
GCCAAACCGACATCCTGGCGGTGGACGTGGCTGCGGTGGGGTCGTCGGAGTGGC
GGTTCATGACGCGGGTCCGCGGGCCGGTGTGGCGCACGGACCGGGTCLCCCGLLG
GCCCGCTGCAGTTCCGGGCCGTGGTCACGGGCGGGTACGACGGCAAGTGGGTGT
GGGCCGAGCGGGAGGTGCTCCCGGCGGACTGGCGGCCGGGGCAGGTCTACGACA
CCGGCGTCCGGATCGCCGACGTGGCCAGGGACGGCTGCCAGGLGGLGLLGLEGL
CGCGCTGGGCTGGAAGTAAGGACGGCCAGCTGCTGGGTAGACAGATACACCATA
GTACAGACTAATTAACACCGGTCGTCACTCGCTCGCCACATGGCGAGAGATCGAG
CGAGGGGACAGCAATGGCGCTGCTGGTGTTACGAGGACGAGCGCCCLCGGLTGGC
TATCGGGAGGAAGAAGAAAGAAGATGCCTAGCTGTGATCTGAATGATCTATTTG
GTTTTGGTCTCTGCTCTTGCAGTATGTACATTGAACCATGCCTGCGCTCTGCAGCC
GCGTGTGTGTGCGAGAGGAGATGTATCATCGTCAAGGTCTGATCTCTGATGGCTA
GCTTGGTAGATGCAAACAAATGTGGCTAGCTGCCTAGCAGCTACCCCGCTGCTGA
ATGCTAATGGTTAGAATAATGAGCACAGTACAGCACTGCAGTGGCCGTGTTTTCC
TTCCTTCCTAGAACTTGGCCTGGATTCTGGCGCCGTTCAAAGTTCACATGCGCACC
TACCCTAGCTGTTTTGGTAGCAAGTGACCAAGTGAGTAGCATTTGTGAGACTGGG




ATCATCCATCATCCCTTGTTCTGCTGTTCATCGAAGCCAGTGTAGGGCCACATGAT
GGCTAACTTATTCCCTTTGCGAAATGCAGTAGGAGAAACAAAATGGGTCCGTGCT
ACTACACCGTGTTCGTCCTTGCTACAAGGAATGAGTTCCCAGCGACGGACCAAAC
AACACTTCCATGC





