IDENTIFICATION

Species: Brachypodium distachyon
Locus: Bradi3g33160

Gene Model: Bradi3g33160.1.p
Description: BAEXPB-13
Family: Beta Expansin

3D structure:

GENOME DATABASES

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bdistachyon _v3 1
KEGG: https://www.genome.jp/entry/T01717

EXTERNAL RESOURCES

https://brachypodium.org/
https://archive.gramene.org/species/brachypodium/brachypodium_intro.html
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DOMAIN ARCHITECTURE

ey seq, e e ey

Superfanilies PLN03023

Name Accession Description Interval E-value
[+ PLN03023 super family ci33621 Expansin-like B1; Provisional 53-282 3.94e-37
SEQUENCES

Peptide

>BdEXPB-13

MGTLSSFAALAALLAVLAADAGAVEFNVTDATPADY GGAGLNSSEAAVYWGPWTP
ARATWYGQPNGAGPDDNGGACGFKHTNQYPFASMTSCGNQPLFKDGKGCGSCYKI

RCRKDQSCSGRTETVIITDMNYYPVAPFHFDLSGTAFGRLAKPGLNDKLRHSGIIDIEF
TRVPCEFPGLKIGFHVEEYSNPVYFAVLVEYEDGDGDVVQVDLMESKTAHGPLTGQ

WTRMRESWGSIWRLDSNHRLQAPFSIRITNESGKRLIAREVIPANWRPNTFYRSFVQY
S*

CDS (coding sequence)
>BdEXPB-13

ATGGGCACGCTCTCCTCCTTCGCTGCTCTGGCGGCGCTCCTCGCCGTCCTGGCCGL
CGACGCCGGCGCCGTGGAGTTCAACGTCACCGACGCCACCCCGGCCGACTACGG
CGGCGCGGGTCTCAACAGCAGCGAGGCCGCCGTGTACTGGGGCCCATGGACCCC
GGCCAGGGCCACCTGGTACGGCCAGCCCAATGGCGCCGGCCCCGACGACAACGG
TGGCGCCTGCGGCTTCAAGCACACCAACCAGTACCCGTTCGCGTCCATGACCTCC
TGCGGCAACCAGCCATTGTTCAAGGACGGCAAGGGATGCGGCTCCTGCTACAAG
ATCAGATGCCGAAAGGACCAGTCCTGCTCCGGCAGGACGGAGACGGTGATCATC
ACCGACATGAACTACTACCCCGTGGCGCCGTTCCACTTCGACCTCAGCGGCACGG
CGTTCGGCAGGCTCGCCAAGCCCGGCCTCAACGACAAGCTCCGTCACTCCGGCAT
CATCGACATCGAGTTCACCAGGGTGCCGTGTGAGTTCCCGGGGCTGAAGATCGGG
TTCCACGTGGAGGAGTACTCAAACCCGGTCTACTTCGCGGTGCTGGTGGAGTACG
AGGACGGCGACGGCGACGTGGTGCAGGTGGACCTGATGGAGTCCAAGACAGCCC
ACGGGCCGCTAACGGGCCAGTGGACGCGGATGAGGGAGTCGTGGGGGTCCATCT
GGAGGCTGGACTCCAACCACCGCCTGCAGGCCCCGTTCTCCATCCGCATCACCAA
CGAGTCCGGCAAGAGGCTCATCGCCCGGGAGGTTATCCCGGCCAACTGGAGGCC
CAACACCTTCTACCGATCCTTCGTCCAGTACAGCTGA

Nucleotide
>BdEXPB-13

CCCATTGTCTCCACGTTCCCTTTGTGCAGAGCGCAGCTCTCTGAGCTCTGGGCATT
GGGGGCTGGGGCTTCTCGAAGGCTTAAAGCTAGGTGGCCGTGACCCAGAAAGAA



GCACACTGCTCTCGTACACACGAGGCTGCAATAGCTGCGTTAGCCACGGTAGAAG
CGCTGCGCTCATCACAAATGGCCGGCGGCTCCGCCTGCTCAGGCTCTCCGGLTCC
CTTATCGACCAGCTTTGCTCGGCTCGCTTCTCTCCTTTCTGCGGCGTCCATCTTCGT
TGCCGCGGAGGCCGGGGCGGCGCACAAGGTGGTCGACCCTCAGTGGCATCAGGC
CACCGCGACCTGGTACGGCAGCGCCGACGGCGACGGCAGCGATGGTAAGCCCTC
CCTCATGTCTGTATCCCTGTTACTCTGGTCCAAATATATTATTGGTCACGAAATTT
CAAGAGCATTACAAGTTCAGGGTTTCGCGGAGTCGTAGTACCTTGTAGAATGCAT
AATTGTAGGATGCATTGCGCCATTAATGGCTCAGTGTTCCTTATTTGTTTTCGATC
ATCTCCGTTGATGACTACACTTGCGAGTAGGAAATGTGATAATGCATTGGATCCA
GCGACCCGTATAGTGTGGGTTACGTTTTCTTTCTTTTGAGAATACGCTTCTAGCCG
TTGGCACATTTTGGCGCCACGTCGCCATATCCCTACAGAGGGGACACGAGGAATT
CTTGCGGACCCAAGTGCACATTCCGGCACAAGTGTGTCTAGTGAAGAGGCGGACT
TTAGTCTTAAACATTCGGGTATATTATTGAGGCCGGCACGCGAGCGTCGTGCTAA
AGGTGCTTGCCATCAACCAGTCGATTTTTCTACAAACCAACAAGAAACTATCGGT
AGTCGGTACAGATCAATTTTAGCCTACACGCGCCGCCGGTATATCTACCACCTGA
CAGGCTGACACAGCATAAACAGCATGCAGCTAGGAGAAAAAGTAACTGGAGAAA
GAGTCAAAATTTGCACTGGCGCCTCTGTAGATGTGCAAGAAGGCGCACCTCTAAG
ATCTCAGTCATCTGAAAACACTGAAACTCAGTGATCAAGGCAGACACTTTCCTTG
TCTTTGTCTTACCGTTAACGCATCTCACAATGAATCCGCACGCAGTTCATGTCCTT
GATACAGATGTGCATAGATGCAGCCATTTGCAGTGGTCTCTGAAAGTGAACATCT
ATCTTATCTTACGCCACTTACTCTAGCTTTACTTCGTGGAAGACGTCCGATTGGTG
TCCAATTCCCCCACACAAATGCTCTTTCGCTGTTTGTTGGCTAGTGCCGTTACTAG
ATCTGACCTGCCAGGATCGACGTTCCTTCTCCAAATTAACGTCTTCCTCTTCAGGA
CCACGGTCGATCGGTTGGTCGCACGTGCAGGCAGCCAGCCGTAAAACTCGAGTTG
TAAAAGCTAGTAGCACTTAGACACTTACTAATTGTCTACATACATGCATGTGTGA
ACGTGGATACGTACATTAATCCATGCAGGCGGCGCGTGTGGGTACGGGACGCTG
GTGGACGTGGCGCCGATGAAGGCCCGCGTGGGCGCGGTGAGCCCGGTGCTGTTC
AAGGGCGGCGAGGGCTGCGGCGCGTGTTACAAGGTCAGGTGCCTCGACGCCGGC
ATCTGCTCGCGCCGCGCCGTCACCGTCATCGTCACCGACGAGTGLCCCLCGGLGGLT
ACTGCTCCTCGGGCCGCACGCACTTCGACCTCAGCGGCGCCGCCTTCGGCAGGCT
CGCCGTCGCCGGTCACGGCGGGCAGCTGCGCAACCGAGGAGAGATCTCGGTGGT
GTTCCGCAGGTACGTGAGCGCCCCTGAATTCCGATCGAGGCACAACTTGTTGCTC
GACTTACCATTTCACTAAAACTTTCTTTTAGCCTCTGAAAGAGCATGCAACACTGT
TACCGGCTTACAGCGCATGTTAGATTAGTGGTCAACGAACAGAGCTAGCAGACG
AAAAATATGTACCGCTTACCTTCCGTCAATTTCAATACGTCTGACGGTTTAACCAC
TTGAACTCTGTCAAAATGTATCTGTGGCAGTACTGTATTAATTTGTCCCGGCCGGC
CGCAATGGTCCCGCGTAGAGTAGAAACAAAGTTTGTCGAATGCTCAACGGCACTG
TCAGATCTGACTTAGCTTTGCTACCGATCGAGGACCACGTACGGGGTTTCACCGT
TCACATGCCGTGGCAGCCTCCACTAGTGGTAGGATCTTGGACAACAATTCCCCTG
TCCCGACTCCCCGAGTAGTCACGCTGCACGCACGCCAGCTTCTAACATTCACTGC
CTAGGAAACTCTGGTCGCATGCCAAAGCGAGCTACCGGCTTCACACTTGTCATGT
TCGTTTAGTTCATACACTAGTGTGTGATGAAATAAACAGTTACAGTTTGACTGGA
TTAAATTGCTCATGAGTGCGGCATGCGCGCGTCTCCTTTTACAGGACGCCGTGCA
AGTACCGGGGGAAGAACATCGCCTTCCGCGTGGTCGAGGGATCGACGAGCTTCT
GGCTCTCGCTTCTGGTGGAGTTCGAGGACGGCGACGGCGACATTGGATCCATGCA
GCTAAAGCAGGTAAACCAAAATCTCCATCTCATCATGCGCACCTTTGCATTGCCG
TTGCCTTTTGGTACGATCACCACTAAAAAAAACAGACAGAATAATCGCTCTTTTTT




TTGAAAGGAAATAATCGCTCTTGTCACCTACTCCTTTTTAGTGGTGGTAGACTCGC
AGTAGCATGGAAATGGTACGCCAGTACAATTGGACGGTGGGTTGCTGAAAATGT
AAGAGCCATGCACGAGCAGCGCAGCAGTGCGTGCATGTGACTGGATCACTCTTTC
TGCAAGTGACTGGGGGACATGAAAGACGTTTCCTTGCATGGTGGATGCTTGGATA
TAGATAGGCACCTCCACGAGCCACAGCCCATAATTAATAAGTAGGCTTGCTGATT
CTATAGCTTACATTTTGTCTTTGGAGCAAACTTCTCATCTGCGCGGTTTGTCCATT
AGTGATAACTTATCTCCGTCGAATCACACATGTGTTTTGCCTAGCTAAAAATGAT
GAAAAGATAATAGAGTTCACTATGATGCTGTCTCCTCTTTTTTTTTTTTTTTGAAA
AAGTGATGCTGTCTCCAAATAGTTCCAATATATGCATCCACGTCTAGTTACCTTCG
GGCAGCAGCTAGCACTTTAGCTGACTGCCGAAATCACGTGCCCCGTTCATTCTTC
CAGAAAGGCCATACCTTACCCAGCCCTATATATAGCGATGAATATGCGATGCTCG
TTGCCGTGTCCCCTGCTTTTCAAATGATGCTAATTGCTATCCCTCTCAACAGAGCC
TCACTCGTGGAGACTAATCAAGAAACCATCCCAAAAGTCCCATTCCACTACCACC
AGCACTACCAAACATTATCTGCTTGCTAGGTATCAGATCAGTCACCATACATTCA
TGCACTGACTGTCTGACTGTATTCAAAATGATTTCTGAACCACGTTTGATATTCGC
GATGCACCGATGCAACACAATAAAGGAGTTCATCTCAAGTATTCACCTTTTGTTTT
GCTACAAACGTTTCAAGTTTTGAATTTTGCAGCTCTACTACTGATCTCAAAAACTT
TCACTATGCATGCAGGCAAAGTCGGCACAGTGGCAAGACATGAAGCACATCTGG
GGTGCCACCTGGAGCCTCACGCCAGGCCCACTCATTGGACCATTTTCTGTTAGGTT
GACAACCCTGACTACCAAGAAGACCCTCTCCGCTCAGGACGTCATCCCAAGGAAT
TGGACTCCCAAGGCTACCTATACGTCTCGCCTCAACTTCATATAAAAATGACGGG
TGTATGTGTAACATGTTGGCCTTGCATCAGTGGAGTCCCACGGTCTTGTTCAATTT
GTCTGTGGTTGTGTGTAGTTAATTCGTTACTATGAGATAGAGGTGTTTGGGTTAGA
ATGTGTACCCTAAACCCTAGTAGGAAGCCCTCTCCGAACTGGAGAGAGAGCGTG
ATGAGTCAGCATTCACTCCGTGGTGATGTTGTTGCAGTATTGCCTATGTCTATTAG
ATCATGTACGTTTCTATACTCATCAATCCATTTTGTCTGTATCATTACATTGCGCCC
TCTTCACTGTTGGGTTTGTTCAAAGCCAACATTGATAGTGCC




