IDENTIFICATION

Species: Kalanchoe laxiflora
Locus: Kalax.0588s0022

Gene Model: Kalax.0588s0022.1.p
Description: KIEXPA-47

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_ 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1

GENE STRUCTURE

KIEXPA-47
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Legend:

Exon — Intron

DOMAIN ARCHITECTURE
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Query seq.
Superfanilies FLN00193

+ Name Accession Description Interval E-value
[+] PLN00193 super family cl33423 expansin-A; Provisional 8-257 5.96e-90
SEQUENCES

Peptide

>KIEXPA-47

MAASRYFVLFWLLLCMVATISVITNCAGASAARWSDGHATYYGANLSPATLGGACG
YDDTVHAGFGVNTAAVSGVLFRGGQACGACYQVMCDMRTDPKWCIRGGVVTVTA
TNYCPPNNMGGWCDAPRRHLDMSAPAFFKVAKPGNEGIIPILYRRIGCERRGGVRFT

LKGQSSFNMVMISNVGGSGDVRAAWIKVSRRTGWVPMHRNWGANWQTSIELRRRN
LSFKVALADGKMMEFRNVVPSTWSFGQTY SSSAQFS*

CDS (coding sequence)
>KIEXPA-47

ATGGCAGCTTCACGCTATTTCGTATTATTCTGGTTATTATTATGCATGGTGGCGAC
CATTTCGGTTATCACCAACTGTGCTGGTGCCAGCGCCGCTCGCTGGTCTGATGGCC
ATGCAACCTATTACGGGGCCAATCTCAGCCCTGCAACTCTTGGTGGTGCCTGTGG
GTACGATGACACGGTGCACGCCGGATTCGGAGTGAACACGGCAGCCGTGAGCGG
CGTCCTTTTCAGGGGCGGACAAGCTTGCGGAGCTTGCTACCAGGTGATGTGTGAC
ATGAGGACAGACCCCAAATGGTGCATCAGAGGAGGAGTTGTGACAGTCACCGCC
ACGAACTACTGCCCTCCCAACAACATGGGCGGCTGGTGCGATGCTCCCCGACGCC
ATCTCGACATGTCCGCTCCTGCATTCTTCAAAGTCGCCAAACCTGGAAACGAAGG
CATCATACCCATCCTCTATAGAAGGATTGGGTGTGAAAGGCGTGGAGGGGTTCGG
TTCACGTTGAAGGGCCAGTCCAGCTTCAACATGGTGATGATCTCAAATGTGGGAG
GGAGTGGCGATGTGAGGGCTGCATGGATCAAGGTGTCGAGGAGGACTGGCTGGG
TTCCTATGCATAGAAATTGGGGTGCCAACTGGCAAACCAGCATCGAGTTGCGCAG
ACGAAACTTGTCTTTTAAGGTGGCTTTGGCGGACGGGAAGATGATGGAGTTCCGC
AATGTTGTTCCCTCAACGTGGTCCTTCGGCCAGACCTATTCTTCTTCAGCTCAGTT
CTCTTAA

Nucleotide
>KIEXPA-47

ATGGCAGCTTCACGCTATTTCGTATTATTCTGGTTATTATTATGCATGGTGGCGAC
CATTTCGGTTATCACCAACTGTGCTGGTGCCAGCGCCGCTCGCTGGTCTGATGGCC
ATGCAACCTATTACGGGGCCAATCTCAGCCCTGCAACTCTTGGTACTTGCACATC
AGCAATGTCGTAAAAGGCCGCGTGTGGTCGCTAGACTGATAATAAAAACTTGCAC
TACTGTTATTTGTGATGATTAATTGTTGGAATAAAGTGGATTTTATTAAATTTATA



TGCGTAGGTGGTGCCTGTGGGTACGATGACACGGTGCACGCCGGATTCGGAGTGA
ACACGGCAGCCGTGAGCGGCGTCCTTTTCAGGGGCGGACAAGCTTGCGGAGCTTG
CTACCAGGTGATGTGTGACATGAGGACAGACCCCAAATGGTGCATCAGAGGAGG
AGTTGTGACAGTCACCGCCACGAACTACTGCCCTCCCAACAACATGGGCGGCTGG
TGCGATGCTCCCCGACGCCATCTCGACATGTCCGCTCCTGCATTCTTCAAAGTCGC
CAAACCTGGAAACGAAGGCATCATACCCATCCTCTATAGAAGGTATATTTCAGTA
ATATTATAAATTTTTTTACTGATTACTATCGAGATGGAGAAGTGTGGGGTCCTTAC
CAAGTCAATGTTTATGTGTAGGATTGGGTGTGAAAGGCGTGGAGGGGTTCGGTTC
ACGTTGAAGGGCCAGTCCAGCTTCAACATGGTGATGATCTCAAATGTGGGAGGG
AGTGGCGATGTGAGGGCTGCATGGATCAAGGTGTCGAGGAGGACTGGCTGGGTT
CCTATGCATAGAAATTGGGGTGCCAACTGGCAAACCAGCATCGAGTTGCGCAGA
CGAAACTTGTCTTTTAAGGTGGCTTTGGCGGACGGGAAGATGATGGAGTTCCGCA
ATGTTGTTCCCTCAACGTGGTCCTTCGGCCAGACCTATTCTTCTTCAGCTCAGTTC
TCTTAA





