
IDENTIFICATION 

Species: Trifolium pratense 

Locus: Tp57577_TGAC_v2_mRNA27602 

Gene Model: Tp57577_TGAC_v2_mRNA27602 

Description: TprEXPA-24 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Tpratense_v2  

KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Tpratense_v2


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>TprEXPA-24 

MSQRVLISISIYIITLQLTSSSTTSHYSSPSPPATPFSESSPEPPSSTVSDWLSAHATYYSA

TDDTRDAVDGACGYGDTHRDGYGITASAALSETLFVRGQICGACFELRCLEEDVPFD

RRWCVSGKSIVVTATNFCAPNYGFDAESEGGHCNPPKQHFVLPVEAFEKIAIWKGGN

MPVKYRRIKCIREGGMRFTITGSGIFNSVLISNVGGIGDIVGVKVKGSRTGWISMGRN

WGQNWHVNALLQNQPLSFEVTSSDGVTITSYNVAPKNWSFGQTFEGKQFES* 

CDS (coding sequence) 

>TprEXPA-24 

ATGTCACAGCGTGTGTTAATCTCAATCTCAATTTACATTATTACCCTCCAACTAAC

TTCATCATCTACTACTTCACATTACTCTTCTCCATCACCACCAGCCACACCATTCT

CCGAATCTTCCCCCGAACCTCCCTCCTCCACTGTCTCCGATTGGCTCTCCGCTCAC

GCCACATACTACTCCGCCACCGATGACACCAGAGACGCAGTAGACGGAGCGTGT

GGCTACGGAGACACTCACAGAGACGGTTACGGTATAACGGCATCAGCTGCTCTG

AGTGAAACTCTATTCGTGCGTGGTCAGATCTGTGGTGCGTGCTTTGAGCTTCGATG

TCTTGAGGAGGATGTTCCTTTTGATCGTCGGTGGTGTGTCTCCGGTAAGTCGATTG

TTGTGACTGCTACTAATTTCTGTGCTCCGAATTATGGTTTTGATGCGGAGAGTGAA

GGTGGACATTGTAATCCTCCTAAACAGCATTTTGTGCTTCCGGTTGAAGCTTTTGA

GAAGATTGCCATTTGGAAAGGGGGTAATATGCCGGTGAAGTATCGCAGGATAAA

GTGCATAAGGGAAGGTGGAATGCGGTTTACGATTACTGGTTCCGGCATCTTCAAT

TCAGTGCTGATCAGTAATGTGGGTGGCATAGGAGACATTGTTGGTGTCAAAGTTA

AAGGTTCAAGAACTGGTTGGATTTCTATGGGTCGGAATTGGGGTCAAAACTGGCA

TGTAAATGCTTTGCTACAAAACCAACCTCTTTCATTTGAGGTCACTAGTAGTGATG

GGGTAACCATTACATCTTACAATGTAGCTCCCAAGAATTGGAGCTTTGGACAAAC

CTTTGAAGGCAAGCAATTTGAGTCTTAG 

Nucleotide 

>TprEXPA-24 

TAGTAAAAAAACAAATACATTTTTCTTCTAGTAAATTGCAGTACACAGTGACACA

AGTGTCAGTACTCAATAACTCAAGTAATAAAAAATTGAACAAAGGTTTGAAAAA

TGTGATGAAGCTATGAACAAACAAGTTCTTCTATCTACTGCTCATTCTTCACTCTC

AAATTCTCAACCTCTATAACTAAAAACAAACACAAATGTCACAGCGTGTGTTAAT



CTCAATCTCAATTTACATTATTACCCTCCAACTAACTTCATCATCTACTACTTCAC

ATTACTCTTCTCCATCACCACCAGCCACACCATTCTCCGAATCTTCCCCCGAACCT

CCCTCCTCCACTGTCTCCGATTGGCTCTCCGCTCACGCCACATACTACTCCGCCAC

CGATGACACCAGAGACGCAGTAGACGGAGCGTGTGGCTACGGAGACACTCACAG

AGACGGTTACGGTATAACGGCATCAGCTGCTCTGAGTGAAACTCTATTCGTGCGT

GGTCAGATCTGTGGTGCGTGCTTTGAGCTTCGATGTCTTGAGGAGGATGTTCCTTT

TGATCGTCGGTGGTGTGTCTCCGGTAAGTCGATTGTTGTGACTGCTACTAATTTCT

GTGCTCCGAATTATGGTTTTGATGCGGAGAGTGAAGGTGGACATTGTAATCCTCC

TAAACAGCATTTTGTGCTTCCGGTTGAAGCTTTTGAGAAGATTGCCATTTGGAAA

GGGGGTAATATGCCGGTGAAGTATCGCAGGTACAATGCTCATTTTCTTTCTAAAT

TTTGAATATTATGGATGAATGAATGAATGTGTGACAACTATTAACTTGTATTACC

ATGTTTATTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNA

GATTGCTATTTGGAAAGGGGGTAATATGCCGGTGAAGTATCGCAGGTACAATGCT

CATTTTCTTTCTAAATTTTGAATATTTTATGAATGAATGAATGTGTGACAACTATT

AACTTGTATTACCATGTTTATTAAGTGCATCCCGTGCGATGACTAGCTCAACTGAT

TGAACTAATTAAGTTAACGGTTAAAAGAGTTGGGGTAAGCTTCATCATAGGTTAC

CATTTGGGAGACCAATTTAAATAATCAATGATTAAAATTAAAATCATATGATAGT

ACCCAAAAATGATCACTATGAAACCAACGGATACATTTTTCATTAAAAGGAAAGC

TGCCCTACCAAAAGTATGAGCAAACCACCGAAATCTTTCCTTTGTATGAGATTGA

TTACTTACACATCATTCCCCTTTTACAAGAATAAACTTACAAGTTATATTCCTTAA

TACTAATACTAAGTATTAAAAAGTCTTTGATTTTACAAACAATAAATTGATTCAA

ATGGTATGAGACTTTAGTCCTTTATGCTGGTGGTCAGAGATTCAATCCGTCTTATA

CTAAAGGAAATTGAAAACTTCATATATAAAAAAAGTCTTTGACATGCAATTAAAG

ATTGAATATGAAATTAATTTTTTTAATGTTTAGATTTCTTTTTAATTTGTTTGAAGC

TTTTCTGCCTGAAGTAAATTTATACTGAAATATATGTAGTACATCATTCTTAATTT

CATTTTCTTCAACTTCCAAGTTTAACATTTCTTAAAAATAAACGTGATTTCGATGG

TATTTTTTGGAGCAGGATAAAGTGCATAAGGGAAGGTGGAATGCGGTTTACGATT

ACTGGTTCCGGCATCTTCAATTCAGTGCTGATCAGTAATGTGGGTGGCATAGGAG

ACATTGTTGGTGTCAAAGTTAAAGGTTCAAGAACTGGTTGGATTTCTATGGGTCG

GAATTGGGGTCAAAACTGGCATGTAAATGCTTTGCTACAAAACCAACCTCTTTCA

TTTGAGGTCACTAGTAGTGATGGGGTAACCATTACATCTTACAATGTAGCTCCCA

AGAATTGGAGCTTTGGACAAACCTTTGAAGGCAAGCAATTTGAGTCTTAGAAAAA

GCATGAGAACTTAACTTGTTTCAAAGGACCATAAATTAGGATTATTATCAGTTTT

GATCAGTTCAACATGACTTCTTGTCACATATCCTATTTTCCGAGTTTGAGGGAATG

AAATAATAGGTTTTTTTAGACATAAAACCACTTTATACCTACCAATGATAAACAC

TACTTAAATGACAAGAAAAAAACTAATTCTTATAAATATGGTCATCTAAC 




