IDENTIFICATION

Species: Anacardium occidentale
Locus: Anaoc.0014s1192

Gene Model: Anaoc.0014s1192.1.p
Description: AocEXPA-22
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Aoccidentale_ v0_9
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Aoccidentale_v0_9

GENE STRUCTURE
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5

| 1 1 1 1 1 1
by 20Ky 300bp Giinp B0bp 100bp 1200bp

Legend:

Exon — Intron
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Query seq.

Superfanilies PLNOOOS50

-+ Name Accession Description Interval E-value
[+] PLNOOOS0 super family cl31535 expansin A; Provisional 18-243 9.17e-89
SEQUENCES

Peptide

>A0CEXPA-22

MLTDYLTHARHRPNFKPSPWKRAHATFYEGNSRSFGGACGYEDVSAQGYGMETAA

LSSTLFNKGQTCGACYEIKCTDSPQWCKRGQPSLFVTATDHCPPNFNLPNNNGGWCN
PPREHFDIAYPAFSHIAEYKAGIVPIEYRRVPCHKKGGIRFTITGNPYFNLVSVWNVGG
AGEVVSVLVKGDDKLKWTELRRNWGQKWETGERLIGESLTFRVRASDGRY STSWH

VAPKNWQFGQTFEGKNFK*

CDS (coding sequence)
>A0CEXPA-22

ATGTTGACGGATTACCTTACCCATGCTCGACATAGGCCAAACTTCAAGCCTAGTC
CTTGGAAGAGGGCTCATGCTACTTTTTACGAGGGAAACTCAAGATCATTCGGTGG
AGCTTGTGGTTATGAAGATGTATCTGCACAAGGCTATGGCATGGAAACAGCAGCA
TTGAGTTCAACTTTGTTTAATAAGGGTCAGACTTGTGGTGCTTGTTATGAAATTAA
ATGTACTGATAGCCCTCAGTGGTGCAAGCGTGGACAACCATCTCTGTTTGTCACG
GCCACAGACCATTGTCCACCAAACTTTAATCTACCAAATAACAACGGAGGTTGGT
GTAATCCACCTCGCGAACATTTTGACATAGCCTATCCAGCATTCTCTCATATTGCT
GAATACAAGGCTGGCATTGTCCCGATTGAATATCGAAGAGTTCCATGCCATAAGA
AAGGAGGTATTCGATTTACAATTACTGGGAACCCCTACTTCAATCTAGTCTCAGT
ATGGAATGTGGGAGGCGCAGGAGAGGTTGTTAGCGTGCTAGTGAAGGGTGATGA
CAAGTTGAAATGGACAGAATTGAGACGAAATTGGGGTCAAAAGTGGGAGACTGG
TGAAAGGTTGATTGGAGAGTCACTGACCTTCAGAGTTAGAGCAAGTGATGGTAG
ATACTCGACTTCATGGCATGTTGCGCCCAAAAATTGGCAGTTTGGCCAAACTTTC
GAGGGCAAAAACTTCAAGTAG

Nucleotide
>A0cEXPA-22

ATGTTGACGGATTACCTTACCCATGCTCGACATAGGCCAAACTTCAAGCCTAGTC
CTTGGAAGAGGGCTCATGCTACTTTTTACGAGGGAAACTCAAGATCATTCGGTAC
GCTAATACTGATAAACTATATATCAATGACCTCTTTATTTGGTTGTTTTTTGAACC
TTGAGGTCTCATATGTTGAGAATATACCAAGTTCTGTCGATACAATTTATGATTAT
GCAATATCTAAAATTGTTGTTTGAGACTTCTCTTGCGTCAATTCTATTTGAGCTGA
AATGGAAAATGTGAACGTGCTTCCATATCCATTGATGCAAGCATCATATGTTTAT



ATCCAAGTAAAAAGTGTATGAAAAAAAAAAAAAAAGCGGATAAAATTACTGCTT
TATGTTATCAGGAGCTAGACCAATTTTTAGTGCCCAATATAGAATTACATGCATC
ATTCTTCTTCAAAAATAAAACTTAGTATGCATTTATAGTTTGTGGTTCCACGGACT
ATTTGCAGTAGTTCTGAAGTTTTATTTTACGATTATAGGTGGAGCTTGTGGTTATG
AAGATGTATCTGCACAAGGCTATGGCATGGAAACAGCAGCATTGAGTTCAACTTT
GTTTAATAAGGGTCAGACTTGTGGTGCTTGTTATGAAATTAAATGTACTGATAGC
CCTCAGTGGTGCAAGCGTGGACAACCATCTCTGTTTGTCACGGCCACAGACCATT
GTCCACCAAACTTTAATCTACCAAATAACAACGGAGGTTGGTGTAATCCACCTCG
CGAACATTTTGACATAGCCTATCCAGCATTCTCTCATATTGCTGAATACAAGGCTG
GCATTGTCCCGATTGAATATCGAAGGTCTTTCCTTTTTATCCTAATTTACACTTTA
AAATAAGTCCTAATATTATAATTTTCAAGTACCTTCTAATTTTTGGAACTGCTCAT
AATTGTTTATATCTTAACTATAGAATAATGAGGAAGTATTTTCATAAATTTAGTCG
AAGAACAGAACAAAGATAATTAATTTTCTATTAAATGAAGTTCTGACTTGTTTAA
ATACTACTGTAGAGTTCCATGCCATAAGAAAGGAGGTATTCGATTTACAATTACT
GGGAACCCCTACTTCAATCTAGTCTCAGTATGGAATGTGGGAGGCGCAGGAGAG
GTTGTTAGCGTGCTAGTGAAGGGTGATGACAAGTTGAAATGGACAGAATTGAGA
CGAAATTGGGGTCAAAAGTGGGAGACTGGTGAAAGGTTGATTGGAGAGTCACTG
ACCTTCAGAGTTAGAGCAAGTGATGGTAGATACTCGACTTCATGGCATGTTGCGC
CCAAAAATTGGCAGTTTGGCCAAACTTTCGAGGGCAAAAACTTCAAGTAG






