IDENTIFICATION

Species: Panicum hallii

Locus: Pahal.2G370400

Gene Model: Pahal.2G370400.1.p
Description: PhEXLA-01
Family: Expansin Like Alpha

3D structure:
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GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Phallii_v3_ 1
KEGG: https://www.genome.jp/entry/T07366
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Query seq.
specific hits Pollen_allerg_1

Superfanilies DPBB_R1pA_EXP_N-1like superfamily Pollen_allerg 1 superfamily

List of domain hits o
Name Accession Description Interval E-value

[+] DPBB_EXLA_N cd22276 N-terminal double-psi beta-barrel fold domain of the expansin-like A subfamily; Expansin-like 17-144 427e-63
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P1, Pil and Piii from Lolium perenne 155-225 3.67e-15

MAVFLCFFLVLVVASCSAAGDERCVRQGKAAYAPSLSPLPQGSGVCGYGAMAAEIN
GGFLAAGGPKQHRGGLGCGRCFQVRCRDAKLCSSRGVRVVLTDFHRSNRTDFLLGG
PAFAGLAKPGMAHELKRLDTLSVEYKRIPCDYKDKNLSILVEEESKRPSNLVVKFLY
QGGQTDILAVDVAAVGSSEWRFMTRVRGPVWRTDRVPAGPLQFRAVVTGGYDGK
WVWAEREVLPADWRPGQVYDTGVRIADVARDGCQAAPPPRWTGSKDGQLVGRQM
HHSTD*

CDS (coding sequence)
>PhEXLA-01

ATGGCCGTCTTCCTCTGTTTCTTCCTGGTGCTCGTCGTCGCCTCCTGCTCCGCCGCC
GGCGACGAGAGGTGCGTGCGGCAGGGGAAGGCCGCATACGCGCCCTCGLCTGTCC
CCGCTCCCGCAAGGCAGCGGAGTCTGCGGGTACGGCGCCATGGCCGCGGAGATC
AATGGGGGCTTCCTCGCCGCCGGGGGACCCAAGCAGCACCGCGGAGGGCLTCGGC
TGCGGGAGGTGTTTCCAGGTGAGATGCAGAGACGCAAAGCTGTGCAGCAGCCGG
GGAGTGCGGGTCGTGCTCACCGACTTCCACAGGAGCAACCGTACCGACTTCCTGC
TCGGAGGGCCAGCTTTCGCGGGCCTGGCCAAGCCCGGGATGGCCCACGAGTTGA
AGAGGCTGGATACTCTCTCCGTAGAGTACAAGAGAATTCCCTGCGACTACAAGGA
CAAGAACCTGTCCATACTCGTGGAGGAAGAGAGCAAGCGTCCAAGCAACCTGGT
CGTCAAGTTCCTCTACCAGGGCGGCCAAACCGACATCCTGGCGGTAGACGTGGCT
GCGGTGGGATCGTCGGAGTGGCGGTTCATGACGCGGGTCCGCGGGCCGGTGTGG
CGCACGGACCGCGTCCCCGCCGGCLCCGCTGCAGTTCCGGGCLCGTGGTCACGGGLG
GGTACGACGGCAAGTGGGTGTGGGCCGAGCGGGAGGTGCTCCCGGCGGACTGGC
GGCCGGGGCAGGTCTACGACACCGGCGTCCGGATCGCCGACGTGGCCAGGGACG
GCTGCCAGGCGGCGCCGCCGCCGCGCTGGACTGGAAGTAAGGACGGCCAGCTGG
TGGGTAGACAGATGCACCATAGTACAGACTAA

Nucleotide
>PhEXLA-01

AGTGGCCTAAGCAGCGGCATGTGCTAGCCAGAGGCAGAGGTCACAGTCTCCTCTC
CTCTTTCCCTCCCTCGCTCTCTACTACTCGACGCCATCGCCATGGCCGTCTTCCTCT



GTTTCTTCCTGGTGCTCGTCGTCGCCTCCTGCTCCGCCGCCGGCGACGAGAGGTGC
GTGCGGCAGGGGAAGGCCGCATACGCGCCCTCGCTGTCCCCGCTCCCGCAAGGTA
GGTGTGCCTACAGATCGACGGCGGCCGGCCGATTTCTTCAAGCCACGAGAGTAGA
TTTCAGCCCTCTTCCTTTTCCGCCACGGTTCTAAGCGGTTCTTGGTCGGTTGATGA
CCAGCAGGCAGCGGAGTCTGCGGGTACGGCGCCATGGCCGCGGAGATCAATGGG
GGCTTCCTCGCCGCCGGGGGACCCAAGCAGCACCGCGGAGGGCTCGGCTGCGEGE
AGGTGTTTCCAGGTATTACAAAGTCGATTCAACTTTCAACCAGATCAATTGGGAT
TCTTCATTTGTAATTTTACATTTCTTTTTCCTTCTTTCTTTTTTTGTTTATTGTGTCCT
TATTTTGATTCGGTTGGCAAGGCGCCCCTTTCTTGAGTCTTCTTCACTGGCCCTAT
AAGATTCCTTAGGACCTTGGATTTCTGGTTGTGGATTTTGTTTCTAAATTTTGTGT
AAGGTGTGCTGCTGTACTCCATGTTGATGCTTTTGGGATTGGACTTTCTCGTTTTC
TTGGCGTCTTCAGAGTTCAGAGCCAGCAAGCAAAGCAACCTGCAAATTATGGGG
GAATCTGTGTGCCTTTTGTTTTCAGTTAGTTGGCTCCACTCAATCAAGAGATCAAT
TTTGGAACTTTCTGTTCACCTTCCTGCCAAATGTAGTCCTGGAAAACCAAGAGTTT
CTAGTTTGTACTTTGTAGGTAACTTACGTACCAAATGTATATGCTCTGCTCAGTGG
TTTTCTACTTTGGATTTATTTGCTAACATTTTCTTTGGCTTTTCCGAAGAATCAACT
GTTCTGCTGAATATGCCATCCAGCCTATTGGATTTTTGTTCAGTTATTTTCAGCTTC
ATTTGTTCTTACTTTCTTTTTCTACTTTTCGATTTGGTAATAGGTGAGATGCAGAGA
CGCAAAGCTGTGCAGCAGCCGGGGAGTGCGGGTCGTGCTCACCGACTTCCACAG
GAGCAACCGTACCGACTTCCTGCTCGGAGGGCCAGCTTTCGCGGGCCTGGCCAAG
CCCGGGATGGCCCACGAGTTGAAGAGGCTGGATACTCTCTCCGTAGAGTACAAG
AGGTAAACAGCTGGAGTATTTTGTACTATAAAATAATCTGCAAATGAAGAACTAG
CAATAATTCAATCTTCGTTCAGTATTGCAAATTCCCAAAATATATGGCATGGGTGT
AAGCAACTGTACATTTCAGAACTGTGAAGTTCGTGATCGAACTTTAAGAATTGTT
AGGGGTTAATAACTCTCTCCAAATAATTCATCAGTTATGTGAATTGGAAACTGAG
GCTTACAGTTAATTGCAAAAAATAAGTTATGCCTCATATAGTCATATTTAGGTTTA
CTGATATTTACAGCCATCAGTGATCTGACATGAGTTGATACAAGGGTCAGCACAA
TTTTCCACTAGGCTAGATGGAATGTAGCACAAGTTCGTTAAAGAGAGGTTCATGA
AATGCCTTTCAGGGAAAGGACATACAGTGCTCTGAATTTTTGTTTTTCAAAGAGT
CTAGCTCGAGAGAGCTGCATTCAAACAATCTGAATGTCTCATGGATCTCTTGCTG
GCTTGCAGAATTCCCTGCGACTACAAGGACAAGAACCTGTCCATACTCGTGGAGG
AAGAGAGCAAGCGTCCAAGCAACCTGGTCGTCAAGTTCCTCTACCAGGGCGGCC
AAACCGACATCCTGGCGGTAGACGTGGCTGCGGTGGGATCGTCGGAGTGGCGGT
TCATGACGCGGGTCCGCGGGCCGGTGTGGCGCACGGACCGLGTCLCLCLCGLLGGLLC
GCTGCAGTTCCGGGCCGTGGTCACGGGCGGGTACGACGGCAAGTGGGTGTGGGL
CGAGCGGGAGGTGCTCCCGGCGGACTGGCGGCCGGGGCAGGTCTACGACACCGG
CGTCCGGATCGCCGACGTGGCCAGGGACGGCTGCCAGGLCGGLGLLGLLGLLGLG
CTGGACTGGAAGTAAGGACGGCCAGCTGGTGGGTAGACAGATGCACCATAGTAC
AGACTAATTAACACCGGTCGTCACTCGCTCGCCACATGGCGAGAGATCGAGCGA
GGGGACAGCAATGGCGCTGCTGGTGTTACGAGCGCCCCGGCTGGCTATCGGGAG
GAAGAAGAAAGAAGATGCCTAGCTGTGATCTGAATGATCTATTTGGTTTTGGTCT
CTGCTCTTGCAGTATGTACATTGAACCATGCCTGCGCTCTGCAGCCGCGTGTGTGT
GCGAGAGGAGATGTATCATCGTCAAGGTCTGATCTCTGATGGCTAGCTTGGTAGA
TGCAAACAAATGTGGCTAGCTGCCTAGCAGCTACCCCGCTGCTGAATGCTAATGG
TTAGAATAATGAGCACAGTACAGCACTGCAGTGGCCGTGATTTCCTTCCTTCCTA
GAACTTGGCCTGGATTCTGGCGCCGTTCAAAGTTCACATGCGCACCTACCCTAGC
TGTTTTGGTAGCAAGTGACCAAGTGAGTAGGGCCCTGTTTAGTTCGTGGTGCGTA




AAGGCAAAAAAAAAATTTTTAAAAGGAATCTTACCAATTTAAGTACTAAATAAA
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