IDENTIFICATION

Species: Setaria italica

Locus: Seita.9G332700

Gene Model: Seita.9G332700.1.p
Description: SitEXPB-28
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_ 2
KEGG: https://www.genome.jp/entry/gn:T02818

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_2
https://www.genome.jp/entry/gn:T02818
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DOMAIN ARCHITECTURE
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Query seq,

- binding site ) A}
Specific hits — Pollen_allerg_1

Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits o
Name Accession Description Interval E-value
[+ DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 42-163 2 34e-T7
[+ Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P, Pll and Pill from Lolium perenne. 173-248 2.65e-30

MGSLANIVAVAAVLAALGGGGSCGPPKFPPGPNITASY TGKWLPARATWYGKPTGA

GPDDNGGACGIKDVNLPPYSGMTACGNVPIFKDGKGCGSCYEIRCKAPVECSNQPVT
VFITDMNYEPIAPYHFDLSGKAFGALAKPGLNDKLRHAGIIDLEFRRVRCKYTGGQKI

VFHVEKACNPNYLAVLVKFVADDGDIVQMELKDKASPEWRPMKLSWGAIWRMDTP
KELKGPFSIRITSESGKKLVATDVIPANWKADTAYQSNIQF*

CDS (coding sequence)
>SItEXPB-28

ATGGGATCCCTCGCCAACATCGTGGCCGTGGCGGCCGTCCTGGCGGCGCTCGGCG
GCGGCGGCTCGTGCGGGCCCCCGAAGTTCCCGCCCGGCCCCAACATCACGGCCAG
CTACACCGGCAAGTGGCTCCCCGCCAGGGCCACCTGGTACGGCAAGCCCACCGG
CGCCGGCCCCGACGACAACGGCGGCGCCTGCGGCATCAAGGACGTGAACCTGCC
GCCCTACAGCGGCATGACCGCCTGCGGCAACGTCCCCATCTTCAAGGACGGCAAG
GGCTGCGGCTCATGCTACGAGATCAGATGCAAGGCGCCGGTGGAGTGCTCTAACC
AGCCGGTGACGGTGTTCATCACCGACATGAACTACGAGCCCATCGCCCCCTATCA
TTTCGACCTCAGCGGCAAGGCCTTCGGCGCCCTGGCCAAGCCCGGCCTCAACGAC
AAGCTCCGCCACGCCGGGATCATCGACTTGGAGTTCAGGAGGGTTCGGTGCAAGT
ACACCGGTGGGCAGAAGATCGTGTTCCACGTGGAGAAGGCGTGCAACCCCAACT
ACCTGGCGGTGCTAGTCAAGTTCGTCGCTGACGACGGCGACATCGTGCAGATGGA
GCTCAAGGACAAGGCGTCGCCGGAGTGGAGGCCGATGAAGCTCTCCTGGGGLGC
CATCTGGAGGATGGACACGCCCAAGGAGCTCAAGGGCCCCTTCTCCATCCGCATC
ACCAGCGAGTCCGGCAAGAAGCTCGTCGCCACCGACGTCATCCCGGCCAACTGG
AAGGCCGACACGGCCTACCAGTCCAACATCCAGTTCTAG

Nucleotide
>SitEXPB-28

ACAAGCACATTCGAATAACAGTTTGGCAGAGATGGGATCCCTCGCCAACATCGTG
GCCGTGGCGGCCGTCCTGGCGGCGCTCGGLCGGCGGLGGCTCGTGCGGGLLLCCCG
AAGTTCCCGCCCGGCCCCAACATCACGGCCAGCTACACCGGCAAGTGGLCTCCCCG



CCAGGGCCACCTGGTACGGCAAGCCCACCGGCGCCGGCCCCGACGACAALCGGLG
GCGCCTGCGGCATCAAGGACGTGAACCTGCCGCCCTACAGCGGCATGACCGCCTG
CGGCAACGTCCCCATCTTCAAGGACGGCAAGGGCTGCGGCTCATGCTACGAGGTG
CGCGCATTGCTTGCACATTGCATTGCGTGACGTATTCGCGTGCGTGCACAGCCAG
CACACAGGGCGGTTCTTGAAATATACTAGATGTTATATATAATATATAAACTGCT
CGTGGCGTTGCTGCATGCAGATCAGATGCAAGGCGCCGGTGGAGTGCTCTAACCA
GCCGGTGACGGTGTTCATCACCGACATGAACTACGAGCCCATCGCCCCCTATCAT
TTCGACCTCAGCGGCAAGGCCTTCGGCGCCCTGGCCAAGCCCGGCCTCAACGACA
AGCTCCGCCACGCCGGGATCATCGACTTGGAGTTCAGGAGGTCATTACATTGCTC
GATCTATCAAAACTCATCCACGATCTGTGCAAGCCGTACGTGCAAAAGGTGACAG
TGTATCAACTGTGCGGCCTGCAGGGTTCGGTGCAAGTACACCGGTGGGCAGAAG
ATCGTGTTCCACGTGGAGAAGGCGTGCAACCCCAACTACCTGGCGGTGCTAGTCA
AGTTCGTCGCTGACGACGGCGACATCGTGCAGATGGAGCTCAAGGACAAGGCGT
CGCCGGAGTGGAGGCCGATGAAGCTCTCCTGGGGCGCCATCTGGAGGATGGACA
CGCCCAAGGAGCTCAAGGGCCCCTTCTCCATCCGCATCACCAGCGAGTCCGGCAA
GAAGCTCGTCGCCACCGACGTCATCCCGGCCAACTGGAAGGCCGACACGGCCTA
CCAGTCCAACATCCAGTTCTAGATTTCCTACCACTTGCATTGATCCGTGCCGCAGG
AAGTGGTCGCCGATTCGCCGTTAACCATATTGACATTATTTCTGAATTCTGATTTG
TAACCCTTTGATATATTTCTGACACAGGCTCACCTTTTGTTCGGGTCCATGAAT



