IDENTIFICATION
Species: Ananas comosus
Locus: Aco001634

Gene Model: Aco001634.1
Description: AncEXPA-16
Family: Alpha Expansin

3D structure:

GENOME DATABASES

Phytozome: https://phytozome-next.jgi.doe.gov/info/Acomosus_v3



https://phytozome-next.jgi.doe.gov/info/Acomosus_v3

EXTERNAL RESOURCES

http://pineapple.angiosperms.orag/pineapple/html/index.html#:~:text=The%20PGD%20(Pinea
pple%20Genomics%20database,genomics%20and%20CAM%20pathway%20genes..

GENE STRUCTURE

ANCEXPA-16
5

¥y . L . L
obp S00bp 1000bp 1500bp 20000p
Legend:
CDS s upstreany downstream = Intron

DOMAIN ARCHITECTURE

1 50 100 150 200 260
Query seq. | s —————

Superfanilies PLNOOOS0

Name Accession Description Interval E-value
[+ PLNODO50 super family cl31535 expansin A Provisional 14-259  1.30e-130
SEQUENCES

Peptide

>AncEXPA-16

MAPTMNGVVLYNALVYFLASLCFLAPGAFGYSSGWQNAHATFYGGGDASGTMGG
GYGNLYSQGYGTNTAALSTALFNNGLSCGYEMRCADDPQWCLPGSLIVTATNFCPP
NYALPNDNGGWCNPPLQHFDLAEPAFLQIAQYRAGIVPVSFRRVPCARKGGIRFTING
HSYFNLVLVTNVGGAGDVRAVSIKGSRTGWQAMSQNWGQNWQSNAYLDGQSLSF
QVTTSDGRTVASYNVAPAGWQFGQTFEGGQF*

CDS (coding sequence)
>AncEXPA-16

ATGGCCCAATGAGGAGTAGTTCTAATGCTCTTGTGTTTCCTCGCTTCTTTATGTTT
CTTGGCCAGGAGCCTTCGGGTTCCTCTGGATGGCAAAATGCTCATGCTTTTCTGGC
GGCGGCGGCGTCGGGAAATGGGAGGGGCGTGTGGATATGGCACTCTAGCCAGGG
GTGGGGACGCGGCCCTCAGCCGCGTTGTTCAAATGGGCTCAGCTGCGGGGCTTGT
TGAAATGCGGTGCGCCGGATCCTCAGTGGTGCCTTCCAGGCTCCCTCATAGTCCG
CCCAATTTTTGCCCCCCGAATTGCCCTCCCGAGAGGCGGCTGGTGCAATCCTCCTC
TCCAGCTTTGATCTCGCCGAGCCCGCCTTCCTTCAAATAGCAATCGCGCCGGCATT
GTGCCCGTCTCCTTCCGCAGGGTGCCCTGTGCGAGGAAGGGAGGAATAAGGTTCG
ATAAGGCCTCCTTTCACTGGTGCTGGTCGAGTGGGCGGGGCCGGGGGTGCGCGLG
GTGTCGATCAAGGGGTCGCGCGGGGTGGCAGGCAATGTCCCAAATGGGGCCAGA
TGGCAGAGCAGCGTCTCGGGCCAGAGCCTCTCCTTCCAGGTCCCAGCGGGCCGLCC
GTCGCCAGCTAGTCGCGCCCGCCGGGTGGCAGTTCGGCCAGCTTCGAGGGAGGCC
AATTCTAA
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Nucleotide
>AncEXPA-16

AGTTAATTACCATTTGTGTTATAAATCCCTCTCCTCTTCCCCAATTAAAGCATCAG
AAGCCATCATTCTCTCTTAATCATTCCTAATTATTTAGATTTTTCCCCCCGCTATGG
CCCAATGAGGAGTAGTTCTAATGCTCTTGTGTTTCCTCGCTTCTTTATGTTTCTTGG
CCAGGAGCCTTCGGGTTCCTCTGGATGGCAAAATGCTCATGCTTTTCTGGCGGCG
GCGGCGTCGGGAAATGGGTTAGTAATTAATAATCGAGTTTAATCGATAGATATTT
CGCCTCGCTATTGAAATAGCTTTTCTGCTCAGTAAGTAAAAGTCAGGTCTAGCAA
AAGCCTCTAAGTTTCCAATCTTCTGTTTATAATAAATTAGTTTTTAGAAGTTCTAG
TCGAGAGTATAGTCCTTTCTATCAAAGCGTTCCTTTCTTAGCGGTTTTTGTTTTTGT
AGGAGGGGCGTGTGGATATGGCACTCTAGCCAGGGGTGGGGACGCGGCCCTCAG
CCGCGTTGTTCAAATGGGCTCAGCTGCGGGGCTTGTTGAAATGCGGTGCGCCGGA
TCCTCAGTGGTGCCTTCCAGGCTCCCTCATAGTCCGCCCAATTTTTGCCCCCCGAA
TTACGCCCTCCCGAGAGGCGGCTGGTGCAATCCTCCTCTCCAGCTTTGATCTCGCC
GAGCCCGCCTTCCTTCAAATAGCAATCGCGCCGGCATTGTGCCCGTCTCCTTCCGC
AGGTGAATCGATTTCGCGAGAAGTTAAAAATTAGATGTTTTTGGCGGTAAAAGTG
CTCATAGCTTCTCAGCTTAGAATCCGGCTCTATTGCGGTATTTGTAATGAGCTATT
CTGTAAATCATGCGAATATTCTAATAAGGTGATATCTTTTCTTGTTTTAGGGTGCC
CTGTGCGAGGAAGGGAGGAATAAGGTTCGATAAGGCCTCCTTTCACTGGTGCTGG
TCGAGTGGGCGGGGCCGGGGGTGCGCGCGGTGTCGATCAAGGGGTCGLCGLGGGE
TGGCAGGCAATGTCCCAAATGGGGCCAGATGGCAGAGCAGCGTCTCGGGCCAGA
GCCTCTCCTTCCAGGTCCCAGCGGGCCGCCGTCGCCAGCTAGTCGCGLCCCGLLGE
GTGGCAGTTCGGCCAGCTTCGAGGGAGGCCAATTCTAAGTCTCCGTTTTCATTTGT
TATCGAATCGGATTCGGAAAAATATATATATTTATATGCGTATGCATGTATGTGT
GTAGGTATGTATTTCAAAGTAGGAGGGGGCGATCTCTCTAAATAATAGGAGAGA
AGCATGAGGCCTTTTGATGCTGAGGTAGCTTTTTAAGTTAAGCCCGCTGAGGCCT
AAATTTCTGTTGTTAGGAGGGAGTCGTGATTGGTAAATAGAATAGGGATTATGAT
TGTAGAGTGGTTTCAAGCCATAATGTATGCGAGAATTAGTTGTCCATTTTAAGAA
TCAGCAGGTAATAAAAAATAAAAAAAATTGGGCGCGATTTGGTGCAAATTCAAG
AATTTATTTTGCCCTGCATCTCTCCTTATTTTTGATTAGATTAATTATCAATAAATA
ATCTCCAAAGTTGTTTTGGGTGGTATGTTAGTAGGATTGCTGTATAATGTAGGTAT
TGGGCTGAATCTAAAAAGCCCAATTAAGTGGGCTAGATTTGGCCCAGATGGATAA
ATTGGGCTTCTTAAAATAGCTGTGAAGCTGCTGTGGGCCCAAAAATCATGTGCGC
AAGAATGTTGCATGCGTTAGGTGTTCAAATAATCGAAAGTAAATAATCGCAAGGC
TCAAAGCTAAATATTTTATAAAGAGCATCTT




