IDENTIFICATION

Species: Miscanthus sinensis
Locus: Misin02G132400

Gene Model: Misin02G132400.1.p
Description: McsEXPB-14
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
KEGG:-

EXTERNAL RESOURCES
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213
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Superfanilies DPBB_R1pA_EXP_N-like superfamily | Follen_allerg_1 superfamily

List of domain hits .
+ Name Accession Description Interval E-value
[+ DPBB_EXPB_N c022275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 64-187 9.01e-72
[+ Polien_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pl and Plll from Lolium perenne. 195-273 2.20e-27

>McsEXPB-14

MLCAVGEQRKSGRRIHRARWSPKSGRVCCMASTLQLLFSIAITAFAFFLHPCASTEFR
RELYGWSNGIATWYGAADGAGTDGGACGYQNAVDQPPFSSMIAAGCSSIYDSGKGC
GSCYQVVCTGNEACSGNPVTVVITDECPDCPCPDEQVHLDMSGTAFGALAKPGQES
QLRGAGAIQIQYTRVQCEWPGVDVTFSVESGSNPNYLAVLIEYEDSDSDLYSVDIMQ
QGGTGTGQWVPMQQSWGAVWKINSGSVLQGPFNIRLTFSSGRVLVASNAIPAGWNA
GVAYRSGGVAVTRARPRSGGCRRYEAAGTLHLLVLSVVLLML*

CDS (coding sequence)
>McsEXPB-14

ATGCTTTGTGCTGTTGGTGAGCAGAGGAAGAGTGGAAGACGGATTCACAGAGCA
CGGTGGTCTCCAAAGTCCGGCAGGGTGTGTTGTATGGCTTCCACGCTCCAGCTGC
TGTTTTCCATTGCCATCACAGCTTTCGCTTTTTTCCTCCACCCATGTGCATCCACTG
AGTTCCGCCGTGAGCTCTATGGTTGGTCCAATGGCATTGCTACATGGTATGGCGC
AGCTGATGGTGCCGGAACTGACGGTGGCGCGTGTGGATACCAGAATGCTGTGGA
CCAGCCACCCTTCTCATCCATGATTGCCGCTGGCTGCTCTTCCATCTACGATTCTG
GCAAGGGCTGTGGCTCTTGCTATCAGGTTGTATGCACTGGCAATGAGGCTTGCTC
TGGTAACCCGGTGACTGTCGTCATCACCGACGAGTGCCCTGATTGCCCGTGTCCC
GATGAGCAGGTCCATTTGGACATGAGCGGGACAGCGTTCGGTGCCTTGGCAAAG
CCCGGGCAGGAGAGCCAACTGCGTGGCGCCGGCGCCATCCAAATCCAGTATACC
CGGGTGCAGTGCGAGTGGCCTGGCGTGGACGTAACCTTCTCGGTGGAGTCGGGCT
CCAACCCGAACTACCTGGCCGTGCTGATCGAGTACGAGGACAGCGACAGCGACC
TCTACTCCGTGGACATCATGCAGCAGGGCGGGACGGGGACGGGGCAGTGGGTGC
CGATGCAGCAATCGTGGGGCGCCGTGTGGAAGATCAACTCCGGCTCCGTCCTCCA
GGGCCCCTTCAACATCCGCCTCACCTTCAGCTCTGGCAGGGTGCTCGTCGCCAGC
AACGCCATACCTGCGGGGTGGAACGCCGGCGTCGCGTACCGGTCCGGCGGLGTG
GCTGTGACGAGGGCCAGGCCCAGGAGCGGTGGCTGCCGGCGCTACGAGGCTGCC
GGAACACTGCACCTTTTAGTGTTGTCAGTGGTATTATTGATGCTGTGA




Nucleotide
>McsEXPB-14

GTTCTCCCTCTGAATTCGGGAGGTGACGTGGGGATGGTTGATGATACTTGACTGA
CAGTGATGGCATCATCAACCCAAACGAGGTAAATGTGACTATGTGAGTCGCTCTC
CACGTCATCTCTGGATTTTTCCAACAAGAGCGAGCATAAACCCCGCTTCTTTCTCT
CCAATCTCCGGTGCTCGCATCCCGCTCCGCCTCCACGCGCCGCGGCAGTTCCACG
ACGCTAGCTTGTCCATTCCTCGGTCCGAACCCAACCCCCTAGCGCCTAACCACAG
CCCCAACCTCGTCGCTGCAAGCACCGTGTCCCCGGGLCGGCTGGAACCCGCAGGCT
CAGGTCACGAGGCTCGCTGTTTGCCGGATTCGTGCCGGCCTTTGACGGCATTGTA
CCCTCCGCGGCGGGCGGCGGCGAGAGGGGLCGTGCGCGTTGCTGCGGTGGGGGAG
GGGGACGGCGGCCGCGGLCCCGCGGLCTCGGGCTGGTGGCGCGTGGGCATTGCGGT
TGCGTGCTCGACCCTGCTTTTGACCGTTGCTTACTACTGTATCTACAGCCTACAGG
TCTACTGAATTCCACTCTTCTGCCGTTGTATGCTTTGTGCTGTTGGTGAGCAGAGG
AAGAGTGGAAGACGGATTCACAGAGCACGGTGGTCTCCAAAGTCCGGCAGGTAA
GAACCCTCAGCTGTCGCCTTATTGGCACCTTCGTTCAGAGTGGTAACGAAAATTG
ACACTTCAGGTTCCACTAACTAATATACTTAGCACAAATGTTCCAGCTGGTTCTTG
TTTTCAGAGGAACAAGAGTTCACTCAACATAGCTACTAGTATACAAACAAGCCTG
ACCATTAGTGGAACAATTTATCTGATATAAAAGATGCTTGTAGGTGGCAGTTACA
GACCCAAAGATATGCACATTTGGTTCTCTAATGGCTCTAGTCTTTGTGGAAGTATG
GTTAAACAAGGTTTGGATTTGTTTGAGTTCAGGGTGAGGGGGGTGAATGGCAAGT
TCTTATCTCAGCTGGTTTACCCAAATGTGCTCAAGGTCGCCAAGCCAAAATTTTGC
TTCTACTAGATTCCTTGTAGGAAGCCATTGCTTGATCCTTCTAGACTCAACCAAGG
TTTATGCTAGAAGCACATTGGATGTTCTGGTGGTTCTGTGAGCATGCAAATTGGA
TGTTCTGGTTCCTTTTCTGTTATGATCTGTTTAAGTTCATTCAAATAGATATGAAGT
TGTAAAGTGATCAAAAGATGCCTTCTTATTGCCATAGCACTTTGACTTCTTATGTG
AATCTTTTAATCATGCCTATTTATCAGAGACTTGTGACCGAATATATGTCGGCTGA
GGCTATCATGAATCATGGTACCAAATCTATGCAGAGGTTAATTGTTAAGAAATCA
GTTGATCATGAGTAGCTAATCTTTGATAAACCGCAGCCTAGATGTAGCATTTCATT
GTGTGAGAACAAAGATGAAAATATTCTCAGATTTGTGTTTTTTTATTGACTTTTGA
TTGCTACCATATAAGAATACTTTTTATGAAAATTCAGGTCCTGGTAAAATCAATTG
GAGTTGCTACTGTATCAGTATAATTTTTTATGAAAATTCAGGTAAGGATAAAATT
GATTGGAGTTAATATATGCTTTCCCCTAGAGACTCCCACTATGTAGGAAATTGAA
ACTAATGGCCTAAAAAAGGGTTGTTGCATTCATAATCGGCCAATCGGGATTTATC
AGATCGCTTATGTTTACCGAATTCTATATTCACCACTCTGTAGGAGTTCGACTTGG
TAACTATGACCTTGAATTACACCTACAAGCTCTAACTTCTGTCTGCAACCACCTAG
AATTATTCAGTTTCGTTGTAGATCTTTTGATGAAATAGGTCATAAATCCACCATAT
CATCTTTGACAGTGTTAGATGTAATAAAGTTGAATTCCATTATAATTGGATTACAT
ATTTTAAGGTCTTCCTTGGGTTAAAAAAGGTACATAAGAGTAAGGTCTGAGTAAA
CAATTCAGGATCTCATGCAAATATTTTGATTCGATGAGTATGGGTTGCCTTTTGAA
GGGCGGGCCTAGTGCAAGCTGTAGAGTCAGCCTGTGACCGGGAGGTCCTGGGTTC
GAGTCGCGGTCTCCTCGCATTGCACAGGCGAGGGTAAGGCTTGCCACNNNNNNN
NNNAGTATGGGTTGCCTTCTCATAACAACTTCGTTGAACATACTTCATTAGCAGG
CAACTCAGAACTCTTCCAAATTTACTCCCAGCTGCCAATTGCCTACTGAATTGCTG
TTTGGTAGTGAGTGTCTAATGCCTTCTACATTAGAGAAACTGCAGTACTAAATCA
TGTAACTATAACTCGTTTCCCAAATGGCCAAATAGAGCCCCTGCCTGTTCTTCTGT
CCTTCACTGCGTCCTTATGCAAACTTTCCATCACAGCAGTGAAACACTACTCTCTC




ACATTCTCTGTGCTACCTGTCACAGGGTGTGTTGTATGGCTTCCACGCTCCAGCTG
CTGTTTTCCATTGCCATCACAGCTTTCGCTTTTTTCCTCCACCCATGTGCATCCACT
GAGTTCCGCCGTGAGCTCTATGGTTGGTCCAATGGCATTGCTACATGGTATGGCG
CAGCTGATGGTGCCGGAACTGACGGTAAGAGATTACATACATAACATAAAAGTC
AATGCACCATAGTCACCACTTAATTACCATGTATTTGCTCCACCAAACTGGTGCA
CCTTGTAAAGTAATTTGCATGAAATATGTTGTAGGTGGCGCGTGTGGATACCAGA
ATGCTGTGGACCAGCCACCCTTCTCATCCATGATTGCCGCTGGCTGCTCTTCCATC
TACGATTCTGGCAAGGGCTGTGGCTCTTGCTATCAGGTGTGTATACCTCAGAGAT
TCAGGCATCATGCTCGTTCACGCCTGCCTTTTGACATTCGGAAGATTAATTACTCA
ACAGGTTGTATGCACTGGCAATGAGGCTTGCTCTGGTAACCCGGTGACTGTCGTC
ATCACCGACGAGTGCCCTGATTGCCCGTGTCCCGATGAGCAGGTCCATTTGGACA
TGAGCGGGACAGCGTTCGGTGCCTTGGCAAAGCCCGGGCAGGAGAGCCAACTGC
GTGGCGCCGGCGCCATCCAAATCCAGTATACCCGGTATGTCATGTGCACATGAAT
GTATGCTTCTTCGGAAGAGATTTTCTACCAATGCTCCGTAACTGCCATGTGCTTTT
CAGTTGTATATATAAACGCAAACGCCATGCGATTGTGCAGGGTGCAGTGCGAGTG
GCCTGGCGTGGACGTAACCTTCTCGGTGGAGTCGGGCTCCAACCCGAACTACCTG
GCCGTGCTGATCGAGTACGAGGACAGCGACAGCGACCTCTACTCCGTGGACATCA
TGCAGCAGGGCGGGACGGGGACGGGGCAGTGGGTGCCGATGCAGCAATCGTGGG
GCGCCGTGTGGAAGATCAACTCCGGCTCCGTCCTCCAGGGCCCCTTCAACATCCG
CCTCACCTTCAGCTCTGGCAGGGTGCTCGTCGCCAGCAACGCCATACCTGCGGGG
TGGAACGCCGGCGTCGCGTACCGGTCCGGCGGCGTGGCTGTGACGAGGGCCAGG
CCCAGGAGCGGTGGCTGCCGGCGCTACGAGGCTGCCGGAACACTGCACCTTTTAG
TGTTGTCAGTGGTATTATTGATGCTGTGAGCTGAGATGCGATGCAATTTTGGTGGC
TGTGTGAGCGTGCAAATTAGGACTACCTGGATTGAGTAGTTCTCTGTATTTTTCTT
GTAGTTGTAGCGTGGAGGTCGGATTAATGCCTCGTATTGTGGACATTTCTGCTAGT
CAGCGAATTTCTGTCCATGTTACACAAGAAAGGTGGGCGTGCTTCGCCACGACTG
CACATTCTGACGTGTTTGCTGC






