IDENTIFICATION

Species: Kalanchoe fedtschenkoi
Locus: Kaladp0075s0052

Gene Model: Kaladp0075s0052.1.p
Description: KIEXPA-20

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Kfedtschenkoi vl 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Kfedtschenkoi_v1_1

GENE STRUCTURE

KfEXPA-20
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Legend:

Exon — Intron

DOMAIN ARCHITECTURE
Query ssq, i-—h_--h—-l——-l—--l—--l—--i—_—-l—--l——-l——u

Superfanilie PLNOOOSO

List of domain hits

Name Al:cﬂslon Description Interval E-value
[+] PLN00050 super family 31 expansin A; Provisional 19-262 1.38e-112

SEQUENCES
Peptide
>KfEXPA-20

MDVSFRLVYIACVTLLLSVASISRARVPGSYEGGPWRKAHATFYGEMDATGTMGGA
CGYGNLYETGYGVNTAALSTALFNDGFSCGSCFEIQCVNEPNWAWCLPGKPSIFITAT
NFCPPNWSIPSDNGGWCNPPRPHFDLSVPMFTKLAQYRAGIVPINYRRVPCMKRGGIR
FTMNGNPWFNLVLVSNVAGAGDIISVSIRGSNTGWMKMEKNWGQNWQCGVTLVG
QSISFKVKTSDHRTSTSLNVVPASWKFGQSFTGRNFKTPRF*

CDS (coding sequence)
>KFEXPA-20

ATGGATGTAAGCTTTAGACTCGTATACATTGCATGTGTGACTCTGCTACTGTCAGT
AGCGTCCATTTCCCGAGCTAGAGTCCCCGGTTCCTACGAGGGCGGCCCCTGGLGG
AAGGCCCACGCCACTTTTTACGGCGAAATGGACGCCACTGGAACCATGGGAGGC
GCATGTGGTTACGGGAACCTGTACGAAACCGGCTACGGAGTGAACACGGCTGCT
CTGAGCACGGCCCTGTTCAACGACGGCTTCAGCTGCGGCTCCTGCTTTGAAATAC
AGTGTGTCAACGAGCCTAACTGGGCGTGGTGCCTCCCTGGAAAGCCTTCCATCTT
CATCACCGCCACCAACTTCTGCCCCCCGAACTGGTCCATCCCCAGCGATAACGGA
GGCTGGTGCAACCCTCCCCGCCCCCACTTCGACCTCTCCGTCCCCATGTTCACAAA
GCTCGCCCAGTACAGAGCCGGCATTGTCCCCATCAACTACCGCAGGGTGCCTTGC
ATGAAGCGGGGAGGGATCAGGTTCACGATGAACGGCAACCCGTGGTTCAACTTG
GTACTTGTTAGCAACGTGGCCGGCGCCGGGGATATAATCAGCGTGAGCATTAGGG
GATCCAACACTGGGTGGATGAAGATGGAGAAGAACTGGGGGCAGAACTGGCAGT
GTGGTGTAACTCTGGTTGGACAGTCAATCTCATTCAAAGTGAAAACCAGTGACCA
TAGGACCTCCACTTCTTTGAACGTCGTGCCCGCTAGCTGGAAGTTCGGCCAGTCA
TTCACCGGAAGGAACTTCAAGACCCCCCGATTTTAG

Nucleotide
SKFfEXPA-20

ATGGATGTAAGCTTTAGACTCGTATACATTGCATGTGTGACTCTGCTACTGTCAGT
AGCGTCCATTTCCCGAGCTAGAGTCCCCGGTTCCTACGAGGGCGGCCLCLCTGGLGEG
AAGGCCCACGCCACTTTTTACGGCGAAATGGACGCCACTGGAACCATGGGTACA
ACAACCTGATGTCTTTTGCTTGCTTTGCTGTCGTATGTGGCTTGTTTGACTTTTTTT
CTTATAAAAATTTTGGATTGCACCAGGAGGCGCATGTGGTTACGGGAACCTGTAC




GAAACCGGCTACGGAGTGAACACGGCTGCTCTGAGCACGGCCCTGTTCAACGAC
GGCTTCAGCTGCGGCTCCTGCTTTGAAATACAGTGTGTCAACGAGCCTAACTGGG
CGTGGTGCCTCCCTGGAAAGCCTTCCATCTTCATCACCGCCACCAACTTCTGCCCC
CCGAACTGGTCCATCCCCAGCGATAACGGAGGCTGGTGCAACCCTCCCLGeeece
ACTTCGACCTCTCCGTCCCCATGTTCACAAAGCTCGCCCAGTACAGAGCCGGCAT
TGTCCCCATCAACTACCGCAGGTATCACCTTCCTCTCATTGCTGCTCTGCTTCTTGT
TTGTGCTCTAATGACTATTTTTACCTCTGAGAAACAAAATCATTTGGCCAATGCTC
CATGAAGCCATGATTTGTGACTCTAAAAATGCCCATGAATGACAATTTAAATTCC
TAAACTTAATCATCGGATTTTAACTTTTCTGATTAAATTAGTCGCCAATAGTTAAG
AAGGTCTTGTCACGTTCATTATTAATATTGATGTAAGGTGTTTGGTAGGATTAATA
TTAATAATCCCAAATACAAATTTTATCTTTGTGAATAAGAATTAATAATACTTATC
CTGATACTAATAATACCCTCACTACCTTACATATATGTGCTGCATTGTTTTGGTTT
GTTTTCTTTTTCCAATTTATTATAAATAAATAAAAGAATCACAACAGGGGTATGAT
GGTATTTTCGACATCAGTAGGTTAGTACCTACCATCCGTGCTTACAGTATTTTCCG
CTTGCGTCGCTTCGCCAGCAACCTTCCCCTGCTTAACACTTACACAACTGTTTGAG
GGGTGCAGGGTGCCTTGCATGAAGCGGGGAGGGATCAGGTTCACGATGAACGGC
AACCCGTGGTTCAACTTGGTACTTGTTAGCAACGTGGCCGGCGCCGGGGATATAA
TCAGCGTGAGCATTAGGGGATCCAACACTGGGTGGATGAAGATGGAGAAGAACT
GGGGGCAGAACTGGCAGTGTGGTGTAACTCTGGTTGGACAGTCAATCTCATTCAA
AGTGAAAACCAGTGACCATAGGACCTCCACTTCTTTGAACGTCGTGCCCGCTAGC
TGGAAGTTCGGCCAGTCATTCACCGGAAGGAACTTCAAGACCCCCCGATTTTAG






