
IDENTIFICATION 

Species: Brachypodium stacei 

Locus: Brast05G252000 

Gene Model: Brast05G252000.1.p 

Description: BstEXPB-18 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bstacei_v1_1  

EXTERNAL RESOURCES 

https://brachypodium.org/  

 

https://phytozome-next.jgi.doe.gov/info/Bstacei_v1_1
https://brachypodium.org/


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>BstEXPB-18 

MASWFSSVLAAALASCCCLLLLLHPCSCGWSDAGATWYGPANGAGTDGGACGYQD

DVEKPPFSAMITAGGPSLYQNGRGCGACYQVKCTGNPACSGSPVTVVVTDRCPGGP

CVAEPVHFDLSGRAFGALAKPGQAGSLRNAGNIKVQYNRVACNWHGEDVAFRVDA

GSNANYLAVLVEDEGGDGDLAAVELQQSGGGAGGGWALMQWSWGATWRYNGTL

QAPISIRLTSSSGRKLVAADVISGGWQPGRTYRSLVNF* 

CDS (coding sequence) 

>BstEXPB-18 

ATGGCTTCTTGGTTTTCTTCCGTGTTGGCGGCGGCTCTAGCCAGCTGCTGCTGCCT

CCTCTTGCTGCTCCACCCGTGTAGCTGTGGCTGGTCCGACGCCGGCGCCACGTGG

TACGGCCCCGCCAACGGCGCCGGCACCGACGGTGGTGCGTGCGGGTACCAGGAC

GACGTGGAGAAGCCGCCGTTCTCCGCCATGATCACCGCCGGCGGCCCCTCCCTCT

ACCAGAACGGCAGGGGCTGCGGCGCATGCTACCAGGTGAAATGCACGGGCAACC

CGGCCTGCTCCGGCAGCCCGGTGACGGTGGTGGTGACGGACCGGTGCCCCGGCG

GGCCGTGCGTCGCCGAGCCCGTCCACTTCGACCTCAGCGGCAGGGCCTTCGGCGC

CTTGGCCAAGCCCGGCCAGGCCGGCAGCCTCCGCAACGCCGGCAACATCAAAGT

CCAATACAACAGGGTGGCGTGCAACTGGCACGGGGAGGACGTGGCCTTCAGGGT

GGACGCGGGGTCGAACGCGAACTACCTGGCGGTGCTGGTGGAGGACGAGGGCGG

CGATGGCGACCTGGCGGCGGTGGAGCTCCAGCAGAGCGGCGGCGGCGCCGGCGG

GGGGTGGGCCCTGATGCAGTGGTCCTGGGGCGCCACGTGGAGGTACAACGGCAC

GCTGCAGGCGCCCATCTCCATCCGGCTCACGTCCAGCTCCGGCAGGAAGCTCGTC

GCCGCCGACGTCATCTCCGGCGGCTGGCAGCCCGGCCGCACCTACCGCTCCCTCG

TCAACTTCTGA 

Nucleotide 

>BstEXPB-18 

ATGGCTTCTTGGTTTTCTTCCGTGTTGGCGGCGGCTCTAGCCAGCTGCTGCTGCCT

CCTCTTGCTGCTCCACCCGTGTAGCTGTGGCTGGTCCGACGCCGGCGCCACGTGG

TACGGCCCCGCCAACGGCGCCGGCACCGACGGTATATATATAGTGATTGCTCAGA



GAGATCTAGCTATATCCAGTTTTGTCGAGTACTGAGTTACTGACACGGCGACACG

TGCATGCATGCATGTACGTAACGTAACGTAGGTGGTGCGTGCGGGTACCAGGACG

ACGTGGAGAAGCCGCCGTTCTCCGCCATGATCACCGCCGGCGGCCCCTCCCTCTA

CCAGAACGGCAGGGGCTGCGGCGCATGCTACCAGGTGCCGTTATCACTCTTGTAC

TCACTTCGATACATAAAAAGTGTCGTCAATTTTGTACTTCCTCCGTTCAATATTAA

TTGACTTTCTATTACATGTATTTAAACGTTTTTTAATATAGATACATTCATTTTGGG

GAAAATTTGAGTAACTTAATATGTAACGGAAACAATACTAAGTTAGTATAAATTA

ATTTAATTTTTGTACTAAATGAAGACATTTTTTCGGAGGGAGTACTCCCTCCGTTC

CATAATTTCTTGTCTTTAACTTGTTCTAAAATGGATATATCTATTTCTAAAAAACG

TCTAGATACATGTAAGATTTCGACGAGAAATATGAAACGGAGGTAGTATTACTTA

TGTGAGAATCCATTCGATCTTGTGTACGTCCAGGTGAAATGCACGGGCAACCCGG

CCTGCTCCGGCAGCCCGGTGACGGTGGTGGTGACGGACCGGTGCCCCGGCGGGC

CGTGCGTCGCCGAGCCCGTCCACTTCGACCTCAGCGGCAGGGCCTTCGGCGCCTT

GGCCAAGCCCGGCCAGGCCGGCAGCCTCCGCAACGCCGGCAACATCAAAGTCCA

ATACAACAGGTAACTAACTAAACCGGCCGTCATCTCCTCCAACTCCGGCAGGGAA

TTAATTAAAGCTCGATCGATCATCGTCGCAGGGTGGCGTGCAACTGGCACGGGGA

GGACGTGGCCTTCAGGGTGGACGCGGGGTCGAACGCGAACTACCTGGCGGTGCT

GGTGGAGGACGAGGGCGGCGATGGCGACCTGGCGGCGGTGGAGCTCCAGCAGAG

CGGCGGCGGCGCCGGCGGGGGGTGGGCCCTGATGCAGTGGTCCTGGGGCGCCAC

GTGGAGGTACAACGGCACGCTGCAGGCGCCCATCTCCATCCGGCTCACGTCCAGC

TCCGGCAGGAAGCTCGTCGCCGCCGACGTCATCTCCGGCGGCTGGCAGCCCGGCC

GCACCTACCGCTCCCTCGTCAACTTCTGA 


