IDENTIFICATION

Species: Brachypodium stacei
Locus: Brast05G252000

Gene Model: Brast05G252000.1.p
Description: BstEXPB-18
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Bstacei vl 1
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GENE STRUCTURE
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Legend:

Exon — Intron

DOMAIN ARCHITECTURE
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List of domain hits *
e Name Accession Description Interval E-value
[+] DPBB_EXPB_N ¢d22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily. Beta-expansins 30-153 1.86e-71
[+] Pollen_allerg_1 pfam01357 Pollen allergen. This family contains allergens lol PI, Pll and Plil from Lolium perenne 161-237 2.61e-25
Peptide

>BstEXPB-18

MASWFSSVLAAALASCCCLLLLLHPCSCGWSDAGATWYGPANGAGTDGGACGYQD
DVEKPPFSAMITAGGPSLYQNGRGCGACYQVKCTGNPACSGSPVTVVVTDRCPGGP
CVAEPVHFDLSGRAFGALAKPGQAGSLRNAGNIKVQYNRVACNWHGEDVAFRVDA
GSNANYLAVLVEDEGGDGDLAAVELQQSGGGAGGGWALMQWSWGATWRYNGTL
QAPISIRLTSSSGRKLVAADVISGGWQPGRTYRSLVNF*

CDS (coding sequence)
>BstEXPB-18

ATGGCTTCTTGGTTTTCTTCCGTGTTGGCGGCGGCTCTAGCCAGCTGCTGCTGCCT
CCTCTTGCTGCTCCACCCGTGTAGCTGTGGCTGGTCCGACGCCGGCGCCACGTGG
TACGGCCCCGCCAACGGCGCCGGCACCGACGGTGGTGCGTGCGGGTACCAGGAC
GACGTGGAGAAGCCGCCGTTCTCCGCCATGATCACCGLCCGGLGGLLCLCTCCCTCT
ACCAGAACGGCAGGGGCTGCGGCGCATGCTACCAGGTGAAATGCACGGGCAACC
CGGCCTGCTCCGGCAGCCCGGTGACGGTGGTGGTGACGGACCGGTGCCCCGGLG
GGCCGTGCGTCGCCGAGCCCGTCCACTTCGACCTCAGCGGCAGGGLCTTCGGLGL
CTTGGCCAAGCCCGGCCAGGCCGGCAGCCTCCGCAACGCCGGCAACATCAAAGT
CCAATACAACAGGGTGGCGTGCAACTGGCACGGGGAGGACGTGGCCTTCAGGGT
GGACGCGGGGTCGAACGCGAACTACCTGGCGGTGCTGGTGGAGGACGAGGGCGG
CGATGGCGACCTGGCGGCGGTGGAGCTCCAGCAGAGCGGCGGLGGLCGLCCGGLGE
GGGGTGGGCCCTGATGCAGTGGTCCTGGGGCGCCACGTGGAGGTACAACGGCAC
GCTGCAGGCGCCCATCTCCATCCGGCTCACGTCCAGCTCCGGCAGGAAGCTCGTC
GCCGCCGACGTCATCTCCGGCGGCTGGCAGCCCGGCCGCACCTACCGCTCCCTCG
TCAACTTCTGA

Nucleotide
>BstEXPB-18

ATGGCTTCTTGGTTTTCTTCCGTGTTGGCGGCGGCTCTAGCCAGCTGCTGCTGCCT
CCTCTTGCTGCTCCACCCGTGTAGCTGTGGCTGGTCCGACGCCGGCGCCACGTGG
TACGGCCCCGCCAACGGCGCCGGCACCGACGGTATATATATAGTGATTGCTCAGA



GAGATCTAGCTATATCCAGTTTTGTCGAGTACTGAGTTACTGACACGGCGACACG
TGCATGCATGCATGTACGTAACGTAACGTAGGTGGTGCGTGCGGGTACCAGGACG
ACGTGGAGAAGCCGCCGTTCTCCGCCATGATCACCGCCGGCGGCCCCTCCCTCTA
CCAGAACGGCAGGGGCTGCGGCGCATGCTACCAGGTGCCGTTATCACTCTTGTAC
TCACTTCGATACATAAAAAGTGTCGTCAATTTTGTACTTCCTCCGTTCAATATTAA
TTGACTTTCTATTACATGTATTTAAACGTTTTTTAATATAGATACATTCATTTTGGG
GAAAATTTGAGTAACTTAATATGTAACGGAAACAATACTAAGTTAGTATAAATTA
ATTTAATTTTTGTACTAAATGAAGACATTTTTTCGGAGGGAGTACTCCCTCCGTTC
CATAATTTCTTGTCTTTAACTTGTTCTAAAATGGATATATCTATTTCTAAAAAACG
TCTAGATACATGTAAGATTTCGACGAGAAATATGAAACGGAGGTAGTATTACTTA
TGTGAGAATCCATTCGATCTTGTGTACGTCCAGGTGAAATGCACGGGCAACCCGG
CCTGCTCCGGCAGCCCGGTGACGGTGGTGGTGACGGACCGGTGLCCLGGLGGGL
CGTGCGTCGCCGAGCCCGTCCACTTCGACCTCAGCGGCAGGGCCTTCGGCGCCTT
GGCCAAGCCCGGCCAGGCCGGCAGCCTCCGCAACGCCGGCAACATCAAAGTCCA
ATACAACAGGTAACTAACTAAACCGGCCGTCATCTCCTCCAACTCCGGCAGGGAA
TTAATTAAAGCTCGATCGATCATCGTCGCAGGGTGGCGTGCAACTGGCACGGGGA
GGACGTGGCCTTCAGGGTGGACGCGGGGTCGAACGCGAACTACCTGGCGGTGCT
GGTGGAGGACGAGGGCGGCGATGGCGACCTGGCGGCGGTGGAGCTCCAGCAGAG
CGGCGGCGGCGLCCGGCGGGGGGTGGGCCCTGATGCAGTGGTCCTGGGGCGCCAC
GTGGAGGTACAACGGCACGCTGCAGGCGCCCATCTCCATCCGGCTCACGTCCAGC
TCCGGCAGGAAGCTCGTCGCCGCCGACGTCATCTCCGGCGGLCTGGCAGLCCCGGLCC
GCACCTACCGCTCCCTCGTCAACTTCTGA




