IDENTIFICATION

Species: Sorghum bicolor Rio
Locus: SbRi0.02G130700

Gene Model: SbRi0.02G130700.1.p
Description: SbrEXPB-25

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
KEGG:-

EXTERNAL RESOURCES
https://www.sorghumbase.org/post/sorghum-bicolor-rio
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Query seq.
Specific hits Pollen_allerg_1
Superfanilies OPBE_R1pA_EXP_N-1ike superfamily Pollen_allerg_1 superfamily

List of domain hits k
Name Accession Description Interval E-value
[+] DPBB_RIpA_EXP_N-like super family 417 double-psi beta-barrel fold of RIpA, N-terminal domain of expansins, and similar domains; The 77-203 5.51e-56
[+ Pollen_allerg_1 pfam01357 Polien allergen: This family contains allergens lol P1, PIl and Pill from Lolium perenne. 211286 1.68e-27

>SbrEXPB-25

MAAKLCTLLLAAVVVLSLLVSPIACSRKLSKTKPKTKPAARVIHKPAAAPAVKASHK
PATPAKSHTNHTTLYGSGGWLSGAGATYYGAPNGDGGEGGACGYQTAVGKQPFDS
MIAAGSAPLYRGGEGCGACYEVKCTSNAACSGQPVTIVITDLSPGGLFPGEVAHFDM
SGTAMGAMAKPGRGMADKVRAGGVVRVQYRRVPCKYPGVNVAFKVDQGANPFYF
NVLIEFEDDDGDLSAVDLMEAGSSVWTPMAHNWGATWRLNNGRRLRAPFGLRLTS
DSGRVLVASNAIPAAWTPGKTYRSLVNYP*

CDS (coding sequence)
>ShrEXPB-25

ATGGCGGCGAAGCTGTGCACATTACTGCTGGCTGCAGTGGTCGTGCTCTCACTTC
TAGTGAGCCCCATTGCTTGCAGCCGCAAGCTCAGCAAGACCAAGCCCAAGACAA
AGCCTGCAGCCAGAGTCATCCACAAGCCAGCGGCCGCGCCTGCTGTCAAAGCCA
GCCACAAGCCGGCAACTCCTGCCAAGTCCCACACCAACCACACCACTCTCTATGG
CTCCGGCGGCTGGCTGTCCGGCGCCGGCGCCACGTACTACGGCGCCCCTAACGGC
GACGGCGGTGAAGGCGGCGCGTGCGGCTACCAGACCGCCGTCGGGAAGCAGCCEG
TTCGACTCGATGATCGCCGCGGGGAGCGCGCCGCTTTACAGGGGAGGCGAGGGC
TGCGGCGCCTGCTACGAGGTGAAATGCACGAGCAACGCGGCGTGCTCCGGCCAG
CCGGTGACCATCGTCATCACGGACCTGTCCCCGGGCGGGCTGTTCCCGGGCGAGG
TCGCGCACTTCGACATGAGCGGCACGGCCATGGGCGCCATGGCGAAGCLCCGGGL
GCGGCATGGCCGACAAGGTCCGCGCLCGGLCGGCGTCGTGAGGGTCCAGTACAGGA
GGGTGCCGTGCAAGTACCCCGGCGTGAACGTCGCCTTCAAGGTGGACCAGGGCG
CCAACCCGTTCTACTTCAACGTGCTCATCGAGTTCGAGGACGACGACGGCGACCT
CAGCGCCGTCGACCTGATGGAGGCCGGCAGCAGCGTGTGGACGCCCATGGCGCA
CAACTGGGGCGCAACGTGGCGCCTCAACAACGGCAGGAGGCTCAGAGCGCCGTT
CGGGCTCCGGCTCACCTCCGACTCCGGCAGGGTGCTCGTCGCCAGCAACGCCATC
CCGGCCGCGTGGACGCCCGGCAAGACCTACCGTTCCTTGGTCAACTACCCCTGA



Nucleotide
>ShrEXPB-25

ACCCCTCTCGTGCCCACTGCTGCAACAGAACAATCGAGCTAGCTCAGCAGATCTC
TTAGTCTCTTATCTAGCTAGCTCAACAGAACAATGGCGGCGAAGCTGTGCACATT
ACTGCTGGCTGCAGTGGTCGTGCTCTCACTTCTAGTGAGCCCCATTGCTTGCAGCC
GCAAGCTCAGCAAGACCAAGCCCAAGACAAAGCCTGCAGCCAGAGTCATCCACA
AGCCAGCGGCCGCGCCTGCTGTCAAAGCCAGCCACAAGCCGGCAACTCCTGCCA
AGTCCCACACCAACCACACCACTCTCTATGGCTCCGGCGGCTGGCTGTCCGGLCGC
CGGCGCCACGTACTACGGCGCCCCTAACGGCGACGGCGGTGAAGGTCAGTGACA
TGCCCTTGCTGCTTGTGTGTTCATGTCGGTCGATGCCAGCCAAAGTACTTAATACT
ATATGAAAACGTGCATTGGATTGATGTCGTTGAAATTAATTAATTTGTGAATGAA
AACGTACAGGCGGCGCGTGCGGCTACCAGACCGCCGTCGGGAAGCAGCCGTTCG
ACTCGATGATCGCCGCGGGGAGCGCGCCGCTTTACAGGGGAGGCGAGGGCTGCG
GCGCCTGCTACGAGGTGAAATGCACGAGCAACGCGGCGTGCTCCGGCCAGCCGG
TGACCATCGTCATCACGGACCTGTCCCCGGGCGGGCTGTTCCCGGGCGAGGTCGC
GCACTTCGACATGAGCGGCACGGCCATGGGCGCCATGGCGAAGCCCGGGCGLGE
CATGGCCGACAAGGTCCGCGCCGGCGGCGTCGTGAGGGTCCAGTACAGGAGGGT
GCCGTGCAAGTACCCCGGCGTGAACGTCGCCTTCAAGGTGGACCAGGGCGCCAA
CCCGTTCTACTTCAACGTGCTCATCGAGTTCGAGGACGACGACGGCGACCTCAGC
GCCGTCGACCTGATGGAGGCCGGCAGCAGCGTGTGGACGCCCATGGCGCACAAC
TGGGGCGCAACGTGGCGCCTCAACAACGGCAGGAGGCTCAGAGCGCCGTTCGGG
CTCCGGCTCACCTCCGACTCCGGCAGGGTGCTCGTCGCCAGCAACGCCATCCCGG
CCGCGTGGACGCCCGGCAAGACCTACCGTTCCTTGGTCAACTACCCCTGATTTTG
CTGCTGCCAAGCAATGGAGCTAGCAGAGCAAGGCCGGAAATGTGCGTCCGGGTT
TCGTGGGAGGCCGTGTGTCAGAAGACGAGGAGGTTGAAGAAGGGAATGGAGTTC
TTCCCTCCCTCCACACGGCCTCGCTGCATTCGCCTAGTGATGTGTGAACGGCGGTG
CTGTAATTTTATTTCTTCCTTGTTGGTCTCTGTTGTGCTGTTGTGGTTGTGGAAAGC
AAAGAGAGAAACTAGAGCTGCGCGACTAATGTTTGCGCGCCAATGCATCAAGTT
GTGGTTTTGAATTTGTGTACATCGCAATCCTTTCAGAATTGAGGAAAAAAGATTT
AAGTGAATGGTTTGCATTCCGTATTTCTC






