
IDENTIFICATION 

Species: Miscanthus sinensis 

Locus: MisinT067800 

Gene Model: MisinT067800.1.p 

Description: McsEXPB-56 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1  

KEGG:- 

EXTERNAL RESOURCES 

https://grass-genome-hub.southgreen.fr/Genomeassembly/47213  

https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>McsEXPB-56 

MVSLSLSLLVAAAAVSLLLACCAAAAGVNYNTSDAAAMKWGNARATWYGQPNGA

GPYDNGGACGFKNVNQYPFMAMTSCGNQPLYRDGKGCGSCYKIRCSKHAACSGRT

ETVVITDMNYTPGVAPYHFDLSGTAFGKLAKPGGNDELRRAGIIDIQFARVPCEFPGL

KVGFHVEEGSSQVYFAVLVEYENGDGDVVQVDLMEKGSRRWTPMRESWGSIWRLD

SNHRLQPPFSIRTRSDSGKTLVARDVIPANWRPNIFYRSIVQYS* 

CDS (coding sequence) 

>McsEXPB-56 

ATGGTGTCCCTGTCGCTCTCCCTGCTTGTGGCGGCTGCCGCCGTCTCCCTCCTGCT

GGCCTGTTGCGCCGCCGCCGCCGGCGTGAACTACAACACGAGCGATGCCGCCGCC

ATGAAGTGGGGCAACGCCAGGGCCACCTGGTACGGCCAGCCCAACGGTGCCGGG

CCCTACGACAACGGCGGCGCTTGCGGGTTCAAGAACGTGAACCAGTACCCGTTCA

TGGCCATGACCTCGTGCGGCAACCAGCCGCTGTACCGCGACGGCAAGGGCTGCG

GCTCCTGCTACAAGATCAGGTGCTCCAAGCACGCCGCCTGCTCGGGCCGCACCGA

GACGGTGGTGATCACCGACATGAACTACACCCCGGGCGTGGCGCCCTACCACTTC

GACCTCAGCGGCACCGCCTTCGGCAAGCTGGCCAAGCCCGGCGGCAACGACGAG

CTCCGCCGCGCCGGCATCATCGACATCCAGTTCGCCAGGGTGCCCTGCGAGTTCC

CGGGGCTCAAGGTCGGCTTCCACGTGGAGGAGGGGTCCAGCCAGGTCTACTTCGC

GGTGCTGGTGGAGTACGAGAACGGCGACGGCGACGTGGTGCAGGTGGACCTCAT

GGAGAAGGGCAGCCGGCGCTGGACGCCCATGCGCGAGTCCTGGGGATCCATCTG

GCGCCTCGACTCCAACCACCGCCTGCAGCCGCCCTTCTCCATCCGCACCCGCAGC

GACTCCGGCAAGACGCTGGTGGCACGCGACGTCATCCCAGCCAACTGGAGGCCA

AACATATTCTACAGATCAATCGTCCAGTACTCGTGA 

Nucleotide 

>McsEXPB-56 

AGCTAGCATGCATTTGCTCGCATTATATATTGTCTACCTCGAGTCCTTGCGTTCCT

TCCTACGGTAAGAGTAAGACTACGGCTAGTACTCCTACCTCAGAACAGTGCAGTG

CAGACAGGTTTCCATCCTTCGTCCCCCTCTCTCATCTCATCTCATCTCTTGCAGTTA



GTTGTAGTAGTATTTGGAGCAGAGCATCAGAGCAAAGCAAAGAAAGGCGGCCGG

ACGGCGGGGCTATAATGGTGTCCCTGTCGCTCTCCCTGCTTGTGGCGGCTGCCGC

CGTCTCCCTCCTGCTGGCCTGTTGCGCCGCCGCCGCCGGCGTGAACTACAACACG

AGCGATGCCGCCGCCATGAAGTGGGGCAACGCCAGGGCCACCTGGTACGGCCAG

CCCAACGGTGCCGGGCCCTACGACAACGGTATGTAGGCGGCGCTTGCGGGCGGC

CTGCATTTGGTTCCTTTAATTTGCTTTTGGTTGATGGCCGACCGCCATGGCTACGA

ATACATGCAGGCGGCGCTTGCGGGTTCAAGAACGTGAACCAGTACCCGTTCATGG

CCATGACCTCGTGCGGCAACCAGCCGCTGTACCGCGACGGCAAGGGCTGCGGCTC

CTGCTACAAGATCAGGTGCTCCAAGCACGCCGCCTGCTCGGGCCGCACCGAGACG

GTGGTGATCACCGACATGAACTACACCCCGGGCGTGGCGCCCTACCACTTCGACC

TCAGCGGCACCGCCTTCGGCAAGCTGGCCAAGCCCGGCGGCAACGACGAGCTCC

GCCGCGCCGGCATCATCGACATCCAGTTCGCCAGGGTGCCCTGCGAGTTCCCGGG

GCTCAAGGTCGGCTTCCACGTGGAGGAGGGGTCCAGCCAGGTCTACTTCGCGGTG

CTGGTGGAGTACGAGAACGGCGACGGCGACGTGGTGCAGGTGGACCTCATGGAG

AAGGGCAGCCGGCGCTGGACGCCCATGCGCGAGTCCTGGGGATCCATCTGGCGC

CTCGACTCCAACCACCGCCTGCAGCCGCCCTTCTCCATCCGCACCCGCAGCGACT

CCGGCAAGACGCTGGTGGCACGCGACGTCATCCCAGCCAACTGGAGGCCAAACA

TATTCTACAGATCAATCGTCCAGTACTCGTGAATGAATGAATTCCTTTATTTGCTG

ATGATCGATTCATATATTTCATCTCATCAATCATGCATGTCAACAATGCAATGCAA

GCTAATCTAATATACTAATTATTAAG 




