IDENTIFICATION

Species: Populus trichocarpa
Locus: Potri.004G123200

Gene Model: Potri.004G123200.2.p
Description: PtEXPA-08

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Ptrichocarpa v4 1
KEGG: https://www.genome.jp/entry/gn:T01077

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Ptrichocarpa_v4_1
https://www.genome.jp/entry/gn:T01077

GENE STRUCTURE

PIEXPA-08
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Query seq.
Superfanilies PLN0OOOS0

+ Name Accession Description Interval E-value
[+] PLN00050 super family ci31535 expansin A; Provisional 13-239 6.45e-129
SEQUENCES

Peptide

>PtEXPA-08

MALLGFLLVGFLSSVSSVHGYYGGWINAHATFYGGGDASGTMGGACGYGNLYSQG
YGTNTAALSTALFDNGLSCGACFEIRCVNDPQWCLPGVIVVTATNFCPPGGWCDPPN
HHFDLSQPVFQHIAQYRAGIVPVIYRRIRCRRSGGIRFTINGHSYFNLVLITNVGGAGD
VHSVAIKGSRTGWQSMSRNWGQNWQSNSYLNGQSLSFVVTTSDGRSVVSYNVAPA
GWSFGQTYSGGQYRY*

CDS (coding sequence)
>PtEXPA-08

ATGGCTCTTCTTGGTTTTCTTTTAGTGGGGTTTCTCTCCTCTGTCTCTTCTGTTCAT
GGATATTATGGAGGTTGGATTAACGCTCATGCCACTTTCTATGGAGGTGGCGATG
CTTCAGGGACAATGGGTGGGGCTTGTGGCTATGGAAATCTGTACAGCCAGGGTTA
TGGAACTAACACCGCAGCACTGAGCACTGCATTGTTCGACAATGGTTTGAGCTGT
GGGGCTTGCTTTGAGATCAGATGTGTAAATGATCCACAGTGGTGCCTGCCTGGCG
TAATTGTGGTCACCGCTACTAACTTCTGCCCTCCCGGCGGCTGGTGTGATCCTCCC
AACCATCATTTTGATCTCTCTCAACCTGTCTTCCAACACATTGCCCAATATAGAGC
CGGAATTGTCCCAGTAATCTACAGAAGGATAAGATGCAGGAGGAGCGGAGGCAT
TCGGTTCACCATCAATGGCCACTCATACTTCAATTTAGTCCTGATTACCAATGTTG
GCGGTGCTGGCGATGTGCATTCAGTGGCCATCAAAGGTTCGAGAACTGGGTGGCA
ATCAATGTCGAGAAACTGGGGCCAAAACTGGCAGAGTAACTCTTACCTTAATGGA
CAGAGTCTCTCTTTTGTAGTGACGACTAGCGATGGCCGCAGTGTGGTTTCTTACAA
TGTCGCCCCTGCTGGTTGGTCCTTTGGGCAGACGTATAGTGGAGGGCAGTATAGG
TACTAG

Nucleotide
>PtEXPA-08

CTCTTCAATCCTCCCCTCCCCTCTTCATTTCCCTTCAAGAAAATTCTTCCAAGGTTC
ATCACATTTTCTAGTAACATTATATATCTGTTTACCATTGAATTCCTTTTGTTTTCC
TTAGTTACTAGCTATAATGTTTTCGAAATAATTAATAGCTTTACAACTTGTATTAA
TTTATAGGTAGCTACAATGTTCCTAAGGGGGGTTCATCTAATTTTGTGCAGGAAA
ATGGCTCTTCTTGGTTTTCTTTTAGTGGGGTTTCTCTCCTCTGTCTCTTCTGTTCAT
GGATATTATGGAGGTTGGATTAACGCTCATGCCACTTTCTATGGAGGTGGCGATG



CTTCAGGGACAATGGGTATGTGAGACATGTATTCTTTTTTTTCTTTTTGATAGGAA
AATCATGTACATGCAAGCTCTATGATGTATAATCTTCTTACAATATTGTCCTGGCT
AACCATAGCTTGGTTGTGTTTTAAGGTGGGGCTTGTGGCTATGGAAATCTGTACA
GCCAGGGTTATGGAACTAACACCGCAGCACTGAGCACTGCATTGTTCGACAATGG
TTTGAGCTGTGGGGCTTGCTTTGAGATCAGATGTGTAAATGATCCACAGTGGTGC
CTGCCTGGCGTAATTGTGGTCACCGCTACTAACTTCTGCCCTCCCGGCGGCTGGTG
TGATCCTCCCAACCATCATTTTGATCTCTCTCAACCTGTCTTCCAACACATTGCCC
AATATAGAGCCGGAATTGTCCCAGTAATCTACAGAAGGTAGGTTAATTAATCAAC
ACTTTTTCATGCTTTATTAATTCCGCTCAGAACTTCTTAACCTAACAGATTAATGA
GGTTACGGATTGTTATAGGATAAGATGCAGGAGGAGCGGAGGCATTCGGTTCAC
CATCAATGGCCACTCATACTTCAATTTAGTCCTGATTACCAATGTTGGCGGTGCTG
GCGATGTGCATTCAGTGGCCATCAAAGGTTCGAGAACTGGGTGGCAATCAATGTC
GAGAAACTGGGGCCAAAACTGGCAGAGTAACTCTTACCTTAATGGACAGAGTCT
CTCTTTTGTAGTGACGACTAGCGATGGCCGCAGTGTGGTTTCTTACAATGTCGCCC
CTGCTGGTTGGTCCTTTGGGCAGACGTATAGTGGAGGGCAGTATAGGTACTAGCA
ACGATTGCCTGTCTTGGAAAAAGACATATAAAATATGCAGTATTATCAAGCAACA
CGCCGGCGGCACCATTAATGAAGATGTAGTGCTCTCTGTGTTTGTTGCAAGACAG
AAAGTATATGGTCAACGTACCTTGGGTCAATGTCTCTTATGAATTAGCCCTAATTC
CCTCTTTCCTATCTCAGGAGCCAAGGCTTCATTTTTACTGCAGGAGTGTGTGCATG
CATATATACGTCCAAAGGCAGCTGTTTGATTACTGCTAGGGCATTTCAAATTACA
AATACAAGTAAATTTTAAAATGCTTGTGGTGAAAACAAGAAGAAAAGAAGGTCA
CTGCTGGAAGCTCTTAGTTCACTGTGCCCTTGTTTGTATTTGATCTGCAAAATAAA
TGCACCTTTTGGTATAGTTAATTCTAATGAAAGTGAGATCTCAACCTTTTCTTTTI
CCTTCCTTTTAATGTTGATGATTTTCCAAGAATAAAATTTAAAGAGGTAGATATCG
TCCTTCTGCACCACTTTGGTTCAG






