
IDENTIFICATION 

Species: Oryza sativa Kitaake 

Locus: OsKitaake01g382400 

Gene Model: OsKitaake01g382400.1.p 

Description: OskEXPA-03 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/OsativaKitaake_v3_1  

KEGG:- 

EXTERNAL RESOURCES 

https://rice-genome-hub.southgreen.fr/bio_data/185326 

https://phytozome-next.jgi.doe.gov/info/OsativaKitaake_v3_1
https://rice-genome-hub.southgreen.fr/bio_data/185326


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>OskEXPA-03 

MASRSSALLLLFSAFCFLARRAAADYGSWQSAHATFYGGGDASGTMGGACGYGNL

YSTGYGTNTAALSTVLFNDGAACGSCYELRCDNDGQWCLPGSVTVTATNLCPPNYA

LPNDDGGWCNPPRPHFDMAEPAFLQIGVYRAGIVPVSYRRVPCVKKGGIRFTINGHS

YFNLVLVTNVAGPGDVQSVSIKGSSTGWQPMSRNWGQNWQSNSYLDGQSLSFQVA

VSDGRTVTSNNVVPAGWQFGQTFEGGQF* 

CDS (coding sequence) 

>OskEXPA-03 

ATGGCCTCACGCAGTAGTGCCCTGCTCCTCCTCTTCTCGGCCTTCTGCTTCCTCGC

CCGGCGAGCCGCCGCCGACTACGGCTCCTGGCAGAGCGCCCACGCCACGTTCTAC

GGCGGCGGCGATGCGTCCGGCACGATGGGCGGGGCGTGTGGGTATGGGAACCTG

TACAGCACCGGGTACGGCACCAACACGGCGGCGCTGAGCACGGTGCTGTTCAAC

GACGGCGCGGCGTGCGGGTCGTGCTACGAGCTGCGGTGCGACAACGATGGGCAG

TGGTGCCTGCCGGGCAGCGTCACCGTCACCGCCACCAACCTGTGCCCGCCGAACT

ACGCGCTCCCCAACGACGACGGCGGCTGGTGCAACCCGCCGCGCCCCCACTTCGA

CATGGCCGAGCCGGCCTTCCTCCAGATCGGCGTGTACCGCGCCGGCATCGTGCCC

GTCTCCTACAGAAGGGTGCCGTGCGTGAAGAAGGGCGGGATCAGGTTCACCATC

AACGGGCACTCCTACTTCAACCTGGTTCTTGTGACCAACGTGGCCGGCCCAGGCG

ACGTGCAGTCCGTGTCGATCAAGGGGTCCAGCACCGGGTGGCAGCCCATGTCCCG

CAACTGGGGCCAGAACTGGCAGAGCAACTCCTACCTCGACGGCCAGAGCCTCTCC

TTCCAGGTCGCCGTCAGCGACGGCCGCACCGTCACCAGCAACAACGTCGTGCCGG

CCGGCTGGCAGTTCGGCCAGACCTTCGAGGGCGGCCAGTTCTGA 

Nucleotide 

>OskEXPA-03 

GCGTGACGCGCGGGTCCGACGAGGCGATGCGACGAGCACTTGCATGTGCGGGGC

TGATCGCCCTGATTTGTATGTGTTAACCGCCGTCGTGGCTCGTGGCCGGTTATGGT

GGGCTCACCTTCCTCTCGCCGCCTTTTGTCTCCTTTTCCGGTTCTCTCCTCTGTCGT

TGGGCAAAAGCTATCAACGATTCTAACTGCCAAGGAGGAGTCGCCTATAAGTACC

TGAGCCCGGGAGCACCGCTCTCTTCACAACCAAGCAACCATCGATTCGATCCTAG

CTTAAGCCGAGTGAAGTAGCTAGCAGGACATTGTTGGTAGTGTGATCTTCTCCCT



GTTTTGCAACAATGGCCTCACGCAGTAGTGCCCTGCTCCTCCTCTTCTCGGCCTTC

TGCTTCCTCGCCCGGCGAGCCGCCGCCGACTACGGCTCCTGGCAGAGCGCCCACG

CCACGTTCTACGGCGGCGGCGATGCGTCCGGCACGATGGGTACGTGTGCACTGCT

CCTCGTAACACTTTGTTTTTTTTTCTTTTGGACGCATTGACAAAACCGGGAGTAAT

CTGACTCGTGTCGTGTTGTTTGTGTACATGAAAAGGCGGGGCGTGTGGGTATGGG

AACCTGTACAGCACCGGGTACGGCACCAACACGGCGGCGCTGAGCACGGTGCTG

TTCAACGACGGCGCGGCGTGCGGGTCGTGCTACGAGCTGCGGTGCGACAACGAT

GGGCAGTGGTGCCTGCCGGGCAGCGTCACCGTCACCGCCACCAACCTGTGCCCGC

CGAACTACGCGCTCCCCAACGACGACGGCGGCTGGTGCAACCCGCCGCGCCCCC

ACTTCGACATGGCCGAGCCGGCCTTCCTCCAGATCGGCGTGTACCGCGCCGGCAT

CGTGCCCGTCTCCTACAGAAGGTGAGCTCTACTTGGGTCAATGGGTCACGAGTGA

GTGGCAAACTGTTTGCAACTTGAAGCCATGGGCCCCCCGTGCGGTGTGTCGGCTT

CGATGGGCCGATCCCCAATCGGCTGATCAGGCCATGTGTAGGTGGGCCACCCGGC

AGATTTGGTTTGTCCACGATCTGTCCGTGTCGGCTGTAGGCAAAGCCATGCACGC

ACGACTTGACACCGACGTGGACTTGACTTCGCTGTCCCGGAATTACTTTACGCAT

CCCATTTCACATCCATATGATTAATCGTTGCAACAAATAGTAACAAATTACAGTT

AATTATACTGTTTCACTGAACTTTGCTTTTTTTTTTTGCTGGTGTGTTGCAGGGTGC

CGTGCGTGAAGAAGGGCGGGATCAGGTTCACCATCAACGGGCACTCCTACTTCAA

CCTGGTTCTTGTGACCAACGTGGCCGGCCCAGGCGACGTGCAGTCCGTGTCGATC

AAGGGGTCCAGCACCGGGTGGCAGCCCATGTCCCGCAACTGGGGCCAGAACTGG

CAGAGCAACTCCTACCTCGACGGCCAGAGCCTCTCCTTCCAGGTCGCCGTCAGCG

ACGGCCGCACCGTCACCAGCAACAACGTCGTGCCGGCCGGCTGGCAGTTCGGCC

AGACCTTCGAGGGCGGCCAGTTCTGATCGAGTACTCGGCTAATTCCGTTTTTCAGT

TCACTTTTCTGCAGAAATGTCAGTGTGAGATTGAGATTGAGGTGGAGGAGGAGGG

AGGCCTCTTTGCTATAGTAAAAGAGAAGAGGCTTTGGCTATTCTGAGGCTGCTTA

TTAATTAGCACCCGCTTAGGCCTTTGCTTTCTCCCATAGGTCCAGTAGACATAAAT

AAGTTATCATGGAGTTGGGCATTTTTTTTTTCTGCATTGTTGTAGCCTTGGTTTAA

AATTTGGCAAGGCAATTTAAGGATTATATTGTAGAACAGCAGGGAGGTGGTGTCT

TGTAACTTTTGTTGTTACATTGTAACCCCCCGAATCAGGCCACATGGGCCGGAGG

AGTTTGTGGGGGAGCACCGGAGCACTCTTGTGCTTTTGGGACCATGAACTATGCT

AGTTTATGGGTCTATGTATATGATATGTTTGTGATTTGATTATACTTTCTTTTGTCG

CCTTATCAAGTACCAATCATTATTAAGTACTGTACGTAGTCTCTGAGTGATAATTT

TGAAATCTTTGTGAGCG 




