IDENTIFICATION

Species: Oryza sativa

Locus: LOC_0s02g44106

Gene Model: LOC_0s02944106.1
Description: OstEXPB-02
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Osativa_v7_0
KEGG: https://www.genome.jp/entry/T01015

EXTERNAL RESOURCES
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Specific hits N
Superfanilies PLN00193
DPBB_RI1pA_EXP_N-like superfamily

List of domain hits ol
Name Accession Description Interval E-value
[+] DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 38-161 1.14e-75
[+] PLND0193 super family cl33423 expansin-A; Provisional 13-269 2.88e-32

>0OstEXPB-02

MALAAKLLPSIVAFVALACCVLRSSVASVDHHRKLSGWSIGGATWYGPANGSGTDG
GACGYQGDVGQPPFNSMIAAGSPSIYESGKGCGSCYQVKCSGNPSCSGKPVTVVLTD
LCPGGACLEEPVHFDLSGTAFGAMAKPGQDDQLRNAGKLPVQYARVPCKWQGVDI
AFRVDAGSNQYYLAVLVEDEDGDGDLSAVDLMQSGGSGGGGSWAAMQQSWGAV
WKYNSGPAPLQAPMSIRLTSGSGRTLVASNVIPAGWQPGGTYRSIVNFRRED*

CDS (coding sequence)
>0OstEXPB-02

ATGGCATTGGCAGCCAAGCTCCTCCCGTCCATCGTCGCGTTCGTGGCTCTCGCCTG
CTGCGTCCTCCGCTCATCCGTCGCGTCCGTCGACCACCACCGGAAGCTCTCCGGCT
GGTCCATCGGCGGCGCGACGTGGTATGGCCCTGCCAACGGCTCTGGAACCGATGG
TGGCGCGTGTGGGTACCAGGGAGACGTCGGGCAGCCGCCTTTCAACTCCATGATC
GCCGCCGGCAGCCCGTCCATCTATGAGTCCGGCAAGGGCTGCGGCTCTTGTTACC
AGGTGAAGTGCAGCGGCAACCCCTCTTGCTCCGGCAAGCCTGTGACCGTCGTCCT
CACCGACCTGTGCCCCGGCGGCGCGTGCCTCGAAGAGCCCGTCCACTTCGACCTG
AGCGGGACGGCGTTCGGCGCCATGGCAAAACCCGGCCAGGACGATCAGCTCCGC
AACGCCGGCAAGCTCCCAGTCCAATACGCTAGGGTGCCGTGCAAATGGCAGGGG
GTGGACATCGCGTTCCGGGTGGACGCCGGCTCCAACCAGTACTACCTCGCCGTGC
TGGTCGAGGACGAGGACGGCGACGGCGACCTGTCGGCGGTGGACCTCATGCAGA
GCGGCGGCAGCGGCGGCGGCGGATCTTGGGCGGCGATGCAGCAGTCGTGGGGCG
CGGTGTGGAAGTACAACTCCGGGCCGGCGCCGCTGCAGGCGCCGATGTCCATCCG
CCTCACGTCCGGCTCCGGCCGGACGCTCGTCGCCAGCAACGTCATCCCCGLLGGG
TGGCAGCCCGGCGGCACGTACCGGTCCATCGTGAACTTCAGGAGGGAGGATTGA

Nucleotide
>0OstEXPB-02

ATGGCATTGGCAGCCAAGCTCCTCCCGTCCATCGTCGCGTTCGTGGCTCTCGCCTG
CTGCGTCCTCCGCTCATCCGTCGCGTCCGTCGACCACCACCGGAAGCTCTCCGGCT
GGTCCATCGGCGGCGCGACGTGGTATGGCCCTGCCAACGGCTCTGGAACCGATGG



TACATCTACCTCACGGACTCGATCGATCATCACCAGAGGATGGACCATATATGCG
AGCGGCCTGCAGGCTTAATTAGTACTGACGAGGCGTGCTGCATGTTGATGTAGGT
GGCGCGTGTGGGTACCAGGGAGACGTCGGGCAGCCGCCTTTCAACTCCATGATCG
CCGCCGGCAGCCCGTCCATCTATGAGTCCGGCAAGGGCTGCGGCTCTTGTTACCA
GGTTCGATCGTTCAATTCGTCTCGCCAGCTGATATATCTTTTAATACTCTTTTGTTG
CTTTCCAAGAATAAGACAGTCAACTCTAACGTTTACTCGTTTGTTTGCTACTCCTA
CTGCCAATTTGGGAATTAAATTCTGCAGGTGAAGTGCAGCGGCAACCCCTCTTGC
TCCGGCAAGCCTGTGACCGTCGTCCTCACCGACCTGTGCCCCGGCGGCGLCGTGCC
TCGAAGAGCCCGTCCACTTCGACCTGAGCGGGACGGCGTTCGGCGCCATGGCAA
AACCCGGCCAGGACGATCAGCTCCGCAACGCCGGCAAGCTCCCAGTCCAATACG
CTAGGTAATCAAGATATCTATCTCTATCCATCTGTATATCTCTATCTAGATCAATC
AATCCCATATATATCCTACAGCTATAGCTAGCAACAGTCGATCAAGTGTGCGTAG
TATATCTCGCATTGTCACATGCATTTAAACGCATCCGGGACAATTTCTTTGGGCTG
CTTGTCACGACGCACGCAAACCACGGGGCCCGTGCATGCATGGCAGCCGTCGTGA
ACCGGTCGACCAACTGTGTGATCTCTTCCTCTCGATCGTCCGTGATCGATCTACAT
GCATGCTACCGTGTGTGCAGGGTGCCGTGCAAATGGCAGGGGGTGGACATCGCG
TTCCGGGTGGACGCCGGCTCCAACCAGTACTACCTCGCCGTGCTGGTCGAGGACG
AGGACGGCGACGGCGACCTGTCGGCGGTGGACCTCATGCAGAGCGGCGGCAGCG
GCGGCGGCGGATCTTGGGCGGCGATGCAGCAGTCGTGGGGCGCGGTGTGGAAGT
ACAACTCCGGGCCGGCGCCGCTGCAGGCGCCGATGTCCATCCGCCTCACGTCCGG
CTCCGGCCGGACGCTCGTCGCCAGCAACGTCATCCCCGCCGGGTGGCAGLCLCCGGL
GGCACGTACCGGTCCATCGTGAACTTCAGGAGGGAGGATTGA





