
IDENTIFICATION 

Species: Oryza sativa 

Locus: LOC_Os02g44106 

Gene Model: LOC_Os02g44106.1 

Description: OstEXPB-02 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Osativa_v7_0  

KEGG: https://www.genome.jp/entry/T01015  

EXTERNAL RESOURCES 

http://rice.uga.edu/  

https://phytozome-next.jgi.doe.gov/info/Osativa_v7_0
https://www.genome.jp/entry/T01015
http://rice.uga.edu/


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>OstEXPB-02 

MALAAKLLPSIVAFVALACCVLRSSVASVDHHRKLSGWSIGGATWYGPANGSGTDG

GACGYQGDVGQPPFNSMIAAGSPSIYESGKGCGSCYQVKCSGNPSCSGKPVTVVLTD

LCPGGACLEEPVHFDLSGTAFGAMAKPGQDDQLRNAGKLPVQYARVPCKWQGVDI

AFRVDAGSNQYYLAVLVEDEDGDGDLSAVDLMQSGGSGGGGSWAAMQQSWGAV

WKYNSGPAPLQAPMSIRLTSGSGRTLVASNVIPAGWQPGGTYRSIVNFRRED* 

CDS (coding sequence) 

>OstEXPB-02 

ATGGCATTGGCAGCCAAGCTCCTCCCGTCCATCGTCGCGTTCGTGGCTCTCGCCTG

CTGCGTCCTCCGCTCATCCGTCGCGTCCGTCGACCACCACCGGAAGCTCTCCGGCT

GGTCCATCGGCGGCGCGACGTGGTATGGCCCTGCCAACGGCTCTGGAACCGATGG

TGGCGCGTGTGGGTACCAGGGAGACGTCGGGCAGCCGCCTTTCAACTCCATGATC

GCCGCCGGCAGCCCGTCCATCTATGAGTCCGGCAAGGGCTGCGGCTCTTGTTACC

AGGTGAAGTGCAGCGGCAACCCCTCTTGCTCCGGCAAGCCTGTGACCGTCGTCCT

CACCGACCTGTGCCCCGGCGGCGCGTGCCTCGAAGAGCCCGTCCACTTCGACCTG

AGCGGGACGGCGTTCGGCGCCATGGCAAAACCCGGCCAGGACGATCAGCTCCGC

AACGCCGGCAAGCTCCCAGTCCAATACGCTAGGGTGCCGTGCAAATGGCAGGGG

GTGGACATCGCGTTCCGGGTGGACGCCGGCTCCAACCAGTACTACCTCGCCGTGC

TGGTCGAGGACGAGGACGGCGACGGCGACCTGTCGGCGGTGGACCTCATGCAGA

GCGGCGGCAGCGGCGGCGGCGGATCTTGGGCGGCGATGCAGCAGTCGTGGGGCG

CGGTGTGGAAGTACAACTCCGGGCCGGCGCCGCTGCAGGCGCCGATGTCCATCCG

CCTCACGTCCGGCTCCGGCCGGACGCTCGTCGCCAGCAACGTCATCCCCGCCGGG

TGGCAGCCCGGCGGCACGTACCGGTCCATCGTGAACTTCAGGAGGGAGGATTGA 

Nucleotide 

>OstEXPB-02 

ATGGCATTGGCAGCCAAGCTCCTCCCGTCCATCGTCGCGTTCGTGGCTCTCGCCTG

CTGCGTCCTCCGCTCATCCGTCGCGTCCGTCGACCACCACCGGAAGCTCTCCGGCT

GGTCCATCGGCGGCGCGACGTGGTATGGCCCTGCCAACGGCTCTGGAACCGATGG



TACATCTACCTCACGGACTCGATCGATCATCACCAGAGGATGGACCATATATGCG

AGCGGCCTGCAGGCTTAATTAGTACTGACGAGGCGTGCTGCATGTTGATGTAGGT

GGCGCGTGTGGGTACCAGGGAGACGTCGGGCAGCCGCCTTTCAACTCCATGATCG

CCGCCGGCAGCCCGTCCATCTATGAGTCCGGCAAGGGCTGCGGCTCTTGTTACCA

GGTTCGATCGTTCAATTCGTCTCGCCAGCTGATATATCTTTTAATACTCTTTTGTTG

CTTTCCAAGAATAAGACAGTCAACTCTAACGTTTACTCGTTTGTTTGCTACTCCTA

CTGCCAATTTGGGAATTAAATTCTGCAGGTGAAGTGCAGCGGCAACCCCTCTTGC

TCCGGCAAGCCTGTGACCGTCGTCCTCACCGACCTGTGCCCCGGCGGCGCGTGCC

TCGAAGAGCCCGTCCACTTCGACCTGAGCGGGACGGCGTTCGGCGCCATGGCAA

AACCCGGCCAGGACGATCAGCTCCGCAACGCCGGCAAGCTCCCAGTCCAATACG

CTAGGTAATCAAGATATCTATCTCTATCCATCTGTATATCTCTATCTAGATCAATC

AATCCCATATATATCCTACAGCTATAGCTAGCAACAGTCGATCAAGTGTGCGTAG

TATATCTCGCATTGTCACATGCATTTAAACGCATCCGGGACAATTTCTTTGGGCTG

CTTGTCACGACGCACGCAAACCACGGGGCCCGTGCATGCATGGCAGCCGTCGTGA

ACCGGTCGACCAACTGTGTGATCTCTTCCTCTCGATCGTCCGTGATCGATCTACAT

GCATGCTACCGTGTGTGCAGGGTGCCGTGCAAATGGCAGGGGGTGGACATCGCG

TTCCGGGTGGACGCCGGCTCCAACCAGTACTACCTCGCCGTGCTGGTCGAGGACG

AGGACGGCGACGGCGACCTGTCGGCGGTGGACCTCATGCAGAGCGGCGGCAGCG

GCGGCGGCGGATCTTGGGCGGCGATGCAGCAGTCGTGGGGCGCGGTGTGGAAGT

ACAACTCCGGGCCGGCGCCGCTGCAGGCGCCGATGTCCATCCGCCTCACGTCCGG

CTCCGGCCGGACGCTCGTCGCCAGCAACGTCATCCCCGCCGGGTGGCAGCCCGGC

GGCACGTACCGGTCCATCGTGAACTTCAGGAGGGAGGATTGA 




