IDENTIFICATION

Species: Selaginella moellendorffii
Locus: 36179

Gene Model: 36179

Description: SmEXPB-02
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Smoellendorffii_vl 0
KEGG: https://www.genome.jp/entry/T01496

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Smoellendorffii_v1_0
https://www.genome.jp/entry/T01496
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DOMAIN ARCHITECTURE
oy, —me

specific hits Pollen_allerg_1
Superfanilies OFEB_R1pA_EXF_N-1ike superfamily Pollen_allerg_ 1 superfamily

List of domain hits ol
Name Accession Description Interval E-value
[+] DPBB_RIpA_EXP_N-like super family 41724 double-psi beta-barrel fold of RipA. N-terminal domain of expansins, and similar domains; The 3-122 1.92e-48
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pl and Pill from Lolium perenne. 129-199 4.82e-15

SEWQTGRGTWYGPPLGTGTNTGACGYGELEGTPYDSNIVAIGSETFNNGLGCGACFE
VRCVNDTICREEPTTVVVVTDECPECPADQLDFSGTAFESLAIEGQGDALRARGIISIE
YRRKSCDFAANITFEVVPGSNEFWIAFVVKYVPGYGALQSVEVQSSGSNTWENAAHL
WGAVWQIDGPLTTPTSVRVTTVGGEVATCVLTGITSWSPGETST*

CDS (coding sequence)
>SmEXPB-02

AGCGAGTGGCAGACCGGAAGGGGAACTTGGTATGGTCCTCCCCTTGGCACTGGA
ACAAACACGGGTGCCTGTGGGTATGGCGAACTTGAGGGGACTCCTTACGATTCCA
ATATCGTCGCCATAGGAAGCGAGACCTTTAACAATGGCCTTGGGTGTGGAGCTTG
CTTCGAGGTAAGGTGTGTCAATGACACGATTTGCCGAGAGGAGCCCACGACTGTG
GTGGTGGTGACTGACGAATGCCCAGAGTGTCCCGCGGACCAGCTAGACTTCAGCG
GCACAGCGTTTGAGAGCCTCGCAATAGAAGGTCAAGGTGACGCTCTTCGAGCCA
GGGGCATCATTTCAATCGAGTATAGACGGAAGTCTTGCGACTTTGCAGCCAACAT
CACCTTCGAAGTTGTGCCCGGATCAAACGAGTTTTGGATCGCGTTCGTGGTGAAG
TACGTGCCAGGATACGGGGCGCTTCAAAGCGTGGAAGTCCAGAGCAGTGGAAGC
AACACTTGGGAGAACGCCGCTCACCTGTGGGGAGCGGTGTGGCAAATCGATGGC
CCTTTGACAACTCCAACTTCGGTGAGGGTGACGACCGTGGGTGGCGAAGTTGCCA
CTTGTGTTCTAACCGGGATCACGAGCTGGTCGCCTGGGGAAACTTCTACT

Nucleotide
>SmEXPB-02

AGCGAGTGGCAGACCGGAAGGGGAACTTGGTATGGTCCTCCCCTTGGCACTGGA
ACAAACAGTGAGCTAGTTTGGTCGCATGTTTAAATGATGATATCATCGGTTCTGA
TCGATTCTCTTTTGTGCAGCGGGTGCCTGTGGGTATGGCGAACTTGAGGGGACTC
CTTACGATTCCAATATCGTCGCCATAGGAAGCGAGACCTTTAACAATGGCCTTGG
GTGTGGAGCTTGCTTCGAGGTAAATTGCTAGCTCTAGCAGAAGAAGTGAAAGGTT
TCCTGAATCTTGGTGAGAATTTGATTTGATCAATGATTTAGGTAAGGTGTGTCAAT
GACACGATTTGCCGAGAGGAGCCCACGACTGTGGTGGTGGTGACTGACGAATGC
CCAGAGTGTCCCGCGGACCAGCTAGACTTCAGCGGCACAGCGTTTGAGAGCCTCG
CAATAGAAGGTCAAGGTGACGCTCTTCGAGCCAGGGGCATCATTTCAATCGAGTA



TAGACGGTAAAACCATCTGGATATAGTCGATCACAAGAGAATAACACCTCTATAT
TGATCCAGGAAGTCTTGCGACTTTGCAGCCAACATCACCTTCGAAGTTGTGCCCG
GATCAAACGAGTTTTGGATCGCGTTCGTGGTGAAGTACGTGCCAGGATACGGGGC
GCTTCAAAGCGTGGAAGTCCAGAGCAGTGGAAGCAACACTTGGGAGAACGCCGC
TCACCTGTGGGGAGCGGTGTGGCAAATCGATGGCCCTTTGACAACTCCAACTTCG
GTGAGGGTGACGACCGTGGGTGGCGAAGTTGCCACTTGTGTTCTAACCGGGATCA
CGAGCTGGTCGCCTGGGGAAACTTCTACT



