IDENTIFICATION

Species: Carica papaya

Locus: evm.model.supercontig_34.142

Gene Model: evm.model.supercontig_34.142
Description: CpEXPB-01

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Cpapaya ASGPBVO 4
KEGG: https://www.genome.jp/entry/T05151

EXTERNAL RESOURCES
http://asgpb.mhpcc.hawaii.edu/papaya/



https://phytozome-next.jgi.doe.gov/info/Cpapaya_ASGPBv0_4
https://www.genome.jp/entry/T05151
http://asgpb.mhpcc.hawaii.edu/papaya/
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carbohydrate binding site § o)

specific hits o e Pollen_allerg_1 \
Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfanily

Name Accession Description Interval E-value
[+] DPBB_EXPB_N ¢d22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 39-162 2.03e-69
[+] Pollen_allerg_1 Pollen allergen; This family contains allergens lol P, Pl and Plll from Lolium perenne 170-246  2.82e-26

SEQUENCES
Peptide
>CpEXPB-01

MQRRGGSGLAFGLWVMVLLEFVTAAVMSAEVARHLDLHWLPATATWYGSPEGDG
SDGGACGYGSMVDVRPMRARVGAVSPVLFKDGEGCGACYKVRCNDRSICSRRAVTI
IVTDECPGGYCANGRSHFDLSGAAFGRLAITGEGGQLRNRGEIPVVYRRTPCKYPGR
NIAFHVNEGSTDYWLSILVEFEDGDGDVGSMHIREAGSSEWLEMKHLWGANWCIIR
GPLRGPFSVKLTTLSTGETLSARDVIPRNWSPKATYPSRLNFFHY™*

CDS (coding sequence)
>CpEXPB-01

ATGCAGCGTCGTGGCGGGTCGGGTCTGGCATTCGGGTTGTGGGTGATGGTTTTGT
TGGAGTTCGTGACTGCGGCGGTGATGTCGGCGGAGGTGGCACGTCATTTGGACCT
ACATTGGCTCCCCGCCACCGCTACCTGGTACGGTAGTCCCGAAGGTGACGGCAGT
GACGGGGGTGCGTGCGGGTACGGATCGATGGTGGATGTTCGGCCGATGAGAGCT
CGAGTAGGAGCGGTGAGTCCGGTGCTGTTCAAGGACGGAGAAGGGTGTGGAGCG
TGCTACAAGGTTCGTTGTAATGATAGGAGTATTTGCTCGAGGAGGGCGGTGACGA
TCATTGTGACGGACGAGTGTCCTGGTGGATACTGCGCTAATGGCCGGTCTCATTT
CGACCTGAGCGGCGCAGCTTTCGGTCGGTTGGCGATCACCGGCGAAGGTGGTCAG
CTCCGAAACCGAGGCGAGATCCCTGTCGTTTATAGACGGACGCCATGTAAGTATC
CAGGGAGGAATATTGCATTCCATGTAAACGAAGGTTCCACAGATTACTGGCTTTC
AATTCTCGTGGAATTTGAAGATGGAGATGGGGATGTTGGGTCAATGCATATAAGG
GAAGCAGGGTCAAGTGAGTGGTTAGAGATGAAGCATCTATGGGGAGCAAACTGG
TGCATAATTAGGGGACCTTTAAGGGGGCCATTCTCTGTGAAGCTAACAACACTAT
CCACAGGAGAAACACTCTCTGCAAGGGATGTTATCCCAAGAAATTGGTCTCCAAA
AGCTACTTACCCCTCTCGCCTTAATTTCTTCCACTATTAA

Nucleotide
>CpEXPB-01

ATGCAGCGTCGTGGCGGGTCGGGTCTGGCATTCGGGTTGTGGGTGATGGTTTTGT
TGGAGTTCGTGACTGCGGCGGTGATGTCGGCGGAGGTGGCACGTCATTTGGACCT



ACATTGGCTCCCCGCCACCGCTACCTGGTACGGTAGTCCCGAAGGTGACGGCAGT
GACGGTAAGTTAATTAACTCCCGCAGCTCATTTCATGTTTATGGTGCTTGAGTGAG
TTGCGAGTGAAATAGTACAGAGTTTTGCTGAGTCAACTCAGTACTGAGTAATTGA
CTCTGGCGGTGAGCAGGGGGTGCGTGCGGGTACGGATCGATGGTGGATGTTCGG
CCGATGAGAGCTCGAGTAGGAGCGGTGAGTCCGGTGCTGTTCAAGGACGGAGAA
GGGTGTGGAGCGTGCTACAAGGTTCGTTGTAATGATAGGAGTATTTGCTCGAGGA
GGGCGGTGACGATCATTGTGACGGACGAGTGTCCTGGTGGATACTGCGCTAATGG
CCGGTCTCATTTCGACCTGAGCGGCGCAGCTTTCGGTCGGTTGGCGATCACCGGC
GAAGGTGGTCAGCTCCGAAACCGAGGCGAGATCCCTGTCGTTTATAGACGGTAAT
GCTCTGTCTACTACTCTGCTTTTCTTCTTTTTTTTCTTTTCTCTTCAATTTCTTTTTAT
AATTTAAATAATTAAATAATATATATATATATATATATTAATTTTAATGACATTTT
TAGGATATTTAAATTATTACCCATGTTAAATTTTGTTGGTTTTGGTAATTATATGG
GTTGACCGTTGACTGATATGAATCGAAATTGTATATCTATAGGACGCCATGTAAG
TATCCAGGGAGGAATATTGCATTCCATGTAAACGAAGGTTCCACAGATTACTGGC
TTTCAATTCTCGTGGAATTTGAAGATGGAGATGGGGATGTTGGGTCAATGCATAT
AAGGGAAGTAAGTATTTTTTCTCTTTCTAAACTCTCTCTCTCTCTCTCTCTCTCTCT
CTCTCTCTATACATATATATATTCCATATTTATCAACCTTTTTAAGCTTTACTTCCT
TATTTTAAAAAAAAATATATATATATAGAAATATATATTTTGCATGCACATTAATT
ATAATACAATTTTTTATTACAAAATACATAAAAATTTACAATTTAATTCTAGTAAA
TTAAATTATTTTTTTTCAAAAAAAATACATATATATCAATCATCATATTAAAATAG
ATATAATCTTTAAGTTGATCACACCGATAGAAATATAATATAACTTAAATGATAA
TATTTTATTCCAATAATATAATGAAACCATGAACTTTTAAAAGACACCTATAGCT
AGTTGATGAAGAACCCTTTTGTTAATAGTTAACTTCTTTTCTCAAACTTTGATAAC
CAAATCAAAGTTAAAGTAAGAGAAGATTGAACTCTTTACATTAGAACTTTTACTT
TATACAGTATTATATATATATGTATATATATATATATATATATATACATATAGAGG
AGAGAAGAATATGGTTTGGAAGTTTTATAAAATCTTTATTCTGTGTTGGGTGTGTA
AGAATATTATTTGTTCATGCATTCTCATTGATGAGATGCATCATGTTAGTTGAAAA
AAAGCTGCTTGCTTTTTCTCAACTTTTTACATGAAAAGTGATGCTCAAACAGTGCT
TGCTTAAGAAACAGAGATTAATAATCAAAGAAGCACCCATTCCCTGAAAAGTACT
TACTAATTTTTTTTTACCATACAAGCAGCTTTTCATGGTATAATTAGAAATTATGG
AATTCAAACTATTGGGAACACCTCATACGGACAAACCCATTTCAGTTTTTTTTCCT
TCTTGAGGTTAAATATATATATATATATATCATGATTATGTAAGGCTTATTAATGG
TGCCAATGTGTTCTGTGTTTAAAAGCACTTTTCTGCCTGCTCTTTTACTCTCCCCTC
CTTTATATTCAACCATCTTCTTTCTTCATTGCATGTGAGAGAGGAGGGGGCCACTC
TTGCAAAAGTCTCCTTCATTGGTCTGCCCCAACTTATATAATATATATATATATAT
ATATATAGTTTTGGTGTATCTCAAGTTACAAATCAAATTCATTTTTTGACCCACCA
CCAATCTGGTTAATGCAGATCCCACATGTTTCCACTCTCCTCTAAGATACTCTAAA
ATACCCATGTCCCCACTTCCTCTTTTTCCCTCTTTTAATACCTTGCTTTTCTCTTTCT

TTCTTTCTTTCTTTCTTTTTTCTTCATGTACATTTTCTTCTTTTGACTAAAAAAGCAA
ATTGAACAGTTGGAAGAGAACATCACAAACCTAGAAATAGAACTACTTTTTAGAT
CATTATGTGTTTTTAATTTCAAAAGATTATGTCTCTTATTTACTTTCTTCCTTTGTT

ATACATGTACATTTGATTGGTACAAAAAAATTTATATATTTCGTTAATTACGTTAC
ACATATACATTAATCATTATACAGATCATTTAATTAAAAGACTTTCACCGATATA

GTTCTAAACGTTTTGTTAGTTAACACATAGACATTGATTGTACATTTTATAAATTA
GTTGGTACGTACGTTGGATACTAATTACCACACAACTTTATAATAAGAAAACGCA
CGCGTCGATTTAAAATCGTAACTTTTTAGAAGTACCAATCATTCATTTTTTTTTTTI
ACCCATGACTAGTTCTGGGTTATTGTATTGAAAGTGACTTATAATTTGATTTGGTA




GAGTAGTTTTGTGATTTTTAATATGGGTTTTTTTACTGCTGGGTATTGGCAGGCAG
GGTCAAGTGAGTGGTTAGAGATGAAGCATCTATGGGGAGCAAACTGGTGCATAA
TTAGGGGACCTTTAAGGGGGCCATTCTCTGTGAAGCTAACAACACTATCCACAGG

AGAAACACTCTCTGCAAGGGATGTTATCCCAAGAAATTGGTCTCCAAAAGCTACT
TACCCCTCTCGCCTTAATTTCTTCCACTATTAA



