IDENTIFICATION

Species: Brassica oleracea capitata
Locus: Bol037155

Gene Model: Bol037155
Description: BolEXLB-01
Family: Expansin Like Beta
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GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Boleraceacapitata vl O

EXTERNAL RESOURCES
http://www.ocri-genomics.org/bolbase/login.htm



https://phytozome-next.jgi.doe.gov/info/Boleraceacapitata_v1_0
http://www.ocri-genomics.org/bolbase/login.htm

GENE STRUCTURE

BolEXLE-01
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Legend:

Exon — Intron

DOMAIN ARCHITECTURE
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Query seq. ey

Superfanilies PLN03023

Name Accession Description Interval E-value
[+] PLN03023 super family 521 Expansin-like B1; Provisional 1-251 5.49e-150
SEQUENCES

Peptide

>BolEXLB-01

MKKSHVLLSLLVQVIVLLPLLCLSDDFVSSRATYYGSPDCKGNPRTRSMWVWKLGR
DINDGEVSGVSSRLWKNGAGCGACYQVRCKIPPHCNEEGVYVVATDYGEGDGTDFI
FSPKAYGSMARPGTEFQLYSFGVVDVEYQRVPCRYGGYNLVYKIHEKSYNPHHLAIL
ILYVGGVNDILAVEVWQEDCKEWKRMRRVFGAVHDYQNPPRGTLSLRFLVYGSAG
LNWVESQNALPADWTAGATYNSNILLS*

CDS (coding sequence)
>BolEXLB-01

ATGAAGAAGTCTCACGTTTTGCTTTCTCTGCTTGTTCAAGTCATTGTCCTTTTACCT
CTTCTTTGTTTATCTGATGACTTTGTTAGCTCTAGAGCTACTTATTATGGCAGCCCC
GATTGCAAAGGAAATCCTCGTACGAGGAGCATGTGGGTATGGAAACTTGGAAGA
GATATCAATGATGGTGAAGTGAGTGGTGTTTCATCGCGACTATGGAAAAATGGAG
CCGGCTGTGGCGCTTGTTACCAGGTGAGATGCAAAATACCTCCACACTGCAATGA
GGAAGGAGTATACGTAGTGGCTACGGACTACGGAGAAGGAGATGGTACGGACTT
CATATTTAGCCCTAAGGCGTATGGAAGTATGGCGCGACCCGGCACAGAGTTTCAG
CTCTACTCTTTTGGTGTGGTCGACGTTGAATACCAAAGGGTCCCTTGCCGGTACGG
AGGGTACAACCTGGTGTATAAGATCCATGAGAAAAGTTATAATCCTCATCATCTT
GCTATCCTTATCTTGTACGTTGGTGGTGTCAACGACATACTCGCCGTTGAAGTCTG
GCAGGAGGATTGCAAAGAGTGGAAACGCATGAGAAGAGTGTTTGGAGCGGTTCA
TGATTATCAGAATCCACCAAGAGGTACTCTCTCTTTGAGGTTTTTGGTCTATGGAA
GCGCCGGTCTCAATTGGGTCGAATCGCAGAACGCTCTTCCAGCAGATTGGACCGC
AGGAGCCACCTACAACTCCAACATTCTACTTAGTTGA

Nucleotide
>BolEXLB-01

ATGAAGAAGTCTCACGTTTTGCTTTCTCTGCTTGTTCAAGTCATTGTCCTTTTACCT
CTTCTTTGTTTATCTGATGACTTTGTTAGCTCTAGAGCTACTTATTATGGCAGCCCC
GATTGCAAAGGAAATCCTCGTACGTATTTGAATCATTTTCTTATATATATTTGAGT
ATATTGATTATTTTATTTTTATAGTATTATGAAGCATGATTAGAAAAGCTAGATAG
CCTAAATTATAGGGAACAACTCAATAGTCAATGTCACTATTAAGGTTAACAAATT




ATTATTTGTATGTAACATCTACGTCTAAGATTAGTCAAAAAAAAAAAAATCTACG
TCCAAGTTTACCCGAACTTTTAATATATGTATATATGAAAATGATTCCATTAAGTC
TATTGTTTGATTCGATCATTACATTATGATTAGTATTTAGACTTTTATACAATAAT
CCGTTGGTAAAAAAAAATTATTGATGAGAAAATGGATAATTACTTATTATTCAGG
AGGAGCATGTGGGTATGGAAACTTGGAAGAGATATCAATGATGGTGAAGTGAGT
GGTGTTTCATCGCGACTATGGAAAAATGGAGCCGGCTGTGGCGCTTGTTACCAGG
TTTACATATATTAATCTAATCTGATATTACATCAAAAACCTTATGCTATATACTGT
GTCATTAGACTATCATCAATACACTAAATCATTATCTATCAATTATTAAAAGGTG
AGATGCAAAATACCTCCACACTGCAATGAGGAAGGAGTATACGTAGTGGCTACG
GACTACGGAGAAGGAGATGGTACGGACTTCATATTTAGCCCTAAGGCGTATGGA
AGTATGGCGCGACCCGGCACAGAGTTTCAGCTCTACTCTTTTGGTGTGGTCGACG
TTGAATACCAAAGGGTCCCTTGCCGGTACGGAGGGTACAACCTGGTGTATAAGAT
CCATGAGAAAAGTTATAATCCTCATCATCTTGCTATCCTTATCTTGTACGTTGGTG
GTGTCAACGACATACTCGCCGTTGAAGTCTGGCAGGTAATTGATAACTTTTAACA
AACATAATTTATAGTTTCTGAGGATGTTTAGCTATAGTCAACACCCTTTTGAACTT
TAACACAATTAATGTATTCTGGAAACGCTCGGTCCTGAAATTGTATGACCAAAGA
CTATTTATATTAACTCTAAAAAAATTAACTTTAATATAATTTAAACAAAAAATAA
AACAATATTTCTATTTATATTAACTCTAAAAAAATTAGGGGTTAAAGACCAAGAT
CAATGTTTCAGTTCGCTATGTCCGGCTTTGTGTTAACAATATATTTCTCAAAAGTA
TAGTTGTAGACTTGTAGGCAAAAGGATTTTGACGTTTTGTGAGTAGATTTGAACA
TGACTATATGATTCAGGAGGATTGCAAAGAGTGGAAACGCATGAGAAGAGTGTT
TGGAGCGGTTCATGATTATCAGAATCCACCAAGAGGTACTCTCTCTTTGAGGTTTT
TGGTCTATGGAAGCGCCGGTCTCAATTGGGTCGAATCGCAGAACGCTCTTCCAGC
AGATTGGACCGCAGGAGCCACCTACAACTCCAACATTCTACTTAGTTGA




