IDENTIFICATION

Species: Miscanthus sinensis
Locus: Misin04G147500

Gene Model: Misin04G147500.1.p
Description: McsEXPA-24
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
KEGG:-

EXTERNAL RESOURCES
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213



https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213

GENE STRUCTURE
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Legend:

Exon — Intron
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Query seq.
Superfanilies PLNO0OOS0O

+ Name Accession Description Interval E-value
[+] PLN0OOS0 super famity cl31535 expansin A; Provisional 59-262 7.53e-64
SEQUENCES

Peptide

>MCcsEXPA-24

MQSDLDALAGKLDLNLSPQGLLSSCQDWCAVVEEEEEDDDGASKKKPHVNHGKFK
ADPWTDGHATFYGGRDGSGTTDGGACGYKGELGKDYGALTAAVGPSLYSNGAECG
ACYELKGTKGTVVVTATNQAPPPVSGQKGEHFDLTMPAFLKIAEEKAGIVPITYRKV
TCVRQGGIQYTITGNPHYNMVMVTNVGGAGDVVGLSVKGNKHVKWTPMKRSWGQ
LWTTEVDLTGESLMFRVMTGDHRKATSWHVVPRDWKFDKTYQATKNF*

CDS (coding sequence)
>McsEXPA-24

ATGCAGAGCGACCTCGACGCGCTGGCCGGGAAGCTGGACCTCAACCTCAGCCCTC
AGGGACTGCTCTCTTCTTGTCAAGACTGGTGTGCTGTGGTGGAGGAGGAGGAGGA
GGACGACGACGGAGCCAGCAAGAAGAAGCCCCACGTTAACCACGGCAAGTTCAA
GGCGGACCCGTGGACGGACGGGCACGCGACGTTCTACGGCGGGCGCGACGGGTC
CGGCACCACGGACGGCGGCGCGTGCGGGTACAAGGGCGAGCTGGGAAAAGACTA
CGGTGCGCTGACGGCGGCCGTGGGCCCGTCACTGTACAGCAACGGGGCCGAGTG
CGGCGCGTGCTACGAGCTCAAGGGCACCAAGGGCACCGTGGTGGTGACGGCCAC
CAACCAGGCCCCGCCGCCGGTGAGCGGGCAGAAGGGCGAGCACTTCGACCTCAC
CATGCCGGCGTTCCTCAAGATCGCCGAGGAGAAGGCCGGCATCGTGCCCATCACC
TACCGCAAGGTGACGTGCGTGAGGCAAGGCGGCATCCAGTACACGATCACGGGG
AACCCGCACTACAACATGGTGATGGTGACGAACGTCGGCGGCGCCGGGGACGTG
GTGGGGCTGTCGGTGAAGGGCAACAAGCACGTCAAGTGGACGCCGATGAAGCGC
AGCTGGGGCCAGCTCTGGACAACGGAGGTCGACCTCACCGGCGAGTCACTGATG
TTCCGCGTCATGACTGGCGACCACCGCAAGGCCACCTCCTGGCACGTCGTGCCCC
GCGACTGGAAGTTCGACAAGACGTACCAGGCCACCAAGAACTTCTAG

Nucleotide
>MCcsEXPA-24

ATGCAGAGCGACCTCGACGCGCTGGCCGGGAAGCTGGACCTCAACCTCAGCCCTC
AGGGACTGCTCTCTTCTTGTCAAGACTGGTGTGCTGTCTGACGCGACGGGGGCTC
GCGTCGTCGTCGGCCGCGGGCGCCAAGGTGGTGGAGGAGGAGGAGGAGGACGAC
GACGGAGCCAGCAAGAAGAAGCCCCACGTTAACCACGGCAAGTTCAAGGCGGAC
CCGTGGACGGACGGGCACGCGACGTTCTACGGCGGGCGCGACGGGTCCGGCACC



ACGGACGGCGGCGCGTGCGGGTACAAGGGCGAGCTGGGAAAAGACTACGGTGCG
CTGACGGCGGCCGTGGGCCCGTCACTGTACAGCAACGGGGCCGAGTGCGGLGLG
TGCTACGAGCTCAAGGGCACCAAGGGCACCGTGGTGGTGACGGCCACCAACCAG
GCCCCGCCGCCGGTGAGCGGGCAGAAGGGCGAGCACTTCGACCTCACCATGCCG
GCGTTCCTCAAGATCGCCGAGGAGAAGGCCGGCATCGTGCCCATCACCTACCGCA
AGTACGTAGTAGTAGTGCAGCACTTCCGTATGCATGCGCATCATCTACCGATCTA
CGTACAAACAATTGACACGCATATGCAGGGTGACGTGCGTGAGGCAAGGCGGCA
TCCAGTACACGATCACGGGGAACCCGCACTACAACATGGTGATGGTGACGAACG
TCGGCGGCGCCGGGGACGTGGTGGGGCTGTCGGTGAAGGGCAACAAGCACGTCA
AGTGGACGCCGATGAAGCGCAGCTGGGGCCAGCTCTGGACAACGGAGGTCGACC
TCACCGGCGAGTCACTGATGTTCCGCGTCATGACTGGCGACCACCGCAAGGCCAC

CTCCTGGCACGTCGTGCCCCGCGACTGGAAGTTCGACAAGACGTACCAGGCCACC
AAGAACTTCTAG





