IDENTIFICATION

Species: Setaria italica

Locus: Seita.9G326600

Gene Model: Seita.9G326600.1.p
Description: SitEXPB-23
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_ 2
KEGG: https://www.genome.jp/entry/gn:T02818

EXTERNAL RESOURCES
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Query seq,

Specific hits Pollen_allerg_1

Superfanilies DPBB_RIpA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits b
Name Accession Description Interval E-value

[+] DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 41-162 1.15e-84

[+ Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pll and PlIl from Lolium perenne 170-246 5.04e-33

MIASFKVVALGALVFSLLVSYGSCARPVSFNASAFTADPNWEAARATWYGAPTGAG
PDDDGGACGFKNVNLPPFSAMTSCGNEPLFKDGKGCGSCYQIRCVNNPACSGNPETV
IHITDMNYYPVAKYHFDLSGTAFGAMAKPGRNDELRHAGIIDIQFQRVPCNYPGQKVT
FHVEEGSNPVYLAVLVEFEDGDGDVVQVDLMEANSGSWTPMRESWGSIWRLDSNH
RLQAPFSLRITNESGKTLVANQVIPANWVPNTYYRSIVQY*

CDS (coding sequence)
>SItEXPB-23

ATGATCGCCTCGTTCAAGGTGGTTGCACTTGGTGCACTGGTCTTCTCCCTCCTTGT
CTCGTACGGCTCGTGCGCTAGGCCGGTGAGCTTTAACGCCTCTGCCTTCACCGCC
GACCCCAACTGGGAGGCTGCCAGGGCCACCTGGTACGGCGCGLCCCACCGGLGLC
GGCCCCGACGACGACGGTGGCGCCTGCGGGTTCAAGAACGTGAACCTGCCGCCG
TTCTCGGCCATGACGTCGTGCGGCAACGAGCCGCTGTTCAAGGACGGCAAGGGTT
GCGGCTCCTGCTATCAGATACGATGCGTCAACAACCCTGCGTGCTCCGGCAACCC
GGAGACGGTGATAATCACCGACATGAACTACTACCCGGTCGCCAAGTACCACTTC
GACCTGAGCGGCACGGCGTTCGGCGCCATGGCCAAGCCCGGCCGCAACGACGAG
CTCCGTCACGCCGGCATCATCGACATCCAGTTCCAGAGGGTGCCCTGCAACTACC
CGGGCCAGAAGGTGACGTTCCACGTCGAGGAGGGCTCCAACCCCGTCTACCTCGC
GGTGCTCGTCGAGTTCGAAGACGGCGACGGCGACGTGGTGCAGGTGGACCTCAT
GGAGGCCAACTCCGGCTCGTGGACTCCGATGCGCGAGTCCTGGGGTTCCATCTGG
AGGCTGGACTCCAACCACCGGCTGCAGGCGCCCTTCTCGCTGCGCATCACCAACG
AGTCCGGCAAGACGCTGGTGGCAAACCAGGTCATCCCGGCAAACTGGGTGCCCA
ACACCTACTACCGCTCCATCGTCCAGTACTAG

Nucleotide
>SitEXPB-23

GAGCTTCCTGTCTGCCCAGTACTAGCAACTAACGAGCTAGGCATCGACGATGATC
GCCTCGTTCAAGGTGGTTGCACTTGGTGCACTGGTCTTCTCCCTCCTTGTCTCGTA
CGGCTCGTGCGCTAGGCCGGTGAGCTTTAACGCCTCTGCCTTCACCGCCGACCCC



AACTGGGAGGCTGCCAGGGCCACCTGGTACGGCGCGCCCALCCGGLGLLGGLLCC
GACGACGACGGTACGTCTATGAACGCCGGTGCATGGCGTCGCCAGATCGTATATG
CTGCGTGTAATGGTGTTGGACGAGATCTGTAAGCTTTCGTGCATGCAGGTGGCGC
CTGCGGGTTCAAGAACGTGAACCTGCCGCCGTTCTCGGCCATGACGTCGTGCGGC
AACGAGCCGCTGTTCAAGGACGGCAAGGGTTGCGGCTCCTGCTATCAGGTAGTGC
GTTACTTGGTCAGAGATCCTATTTCCAGGACGACACGTGTCGTTTGCCCTCGTGGA
AACGGAAATGGAGATGGACCGAGAGAAAAACTAGATTATTAGGCACAGTTTTGC
CTAACCATGCATCCTTGTTGCTGACCTTTTTTCAGATACGATGCGTCAACAACCCT
GCGTGCTCCGGCAACCCGGAGACGGTGATAATCACCGACATGAACTACTACCCG
GTCGCCAAGTACCACTTCGACCTGAGCGGCACGGCGTTCGGCGCCATGGCCAAGC
CCGGCCGCAACGACGAGCTCCGTCACGCCGGCATCATCGACATCCAGTTCCAGAG
GTCGGTAAACATTTGCACCGCTCGTTGCAACACAGAACCACTGACCGACCAAATA
ATCTGAAGGCCCTACACACACGAACAGAATCATATCTTGACCGTCTAGCTACTTT
TGTTGTGGAGCCTTTGTACTTTTGCTCAATCAACATTTAACGACAACGACCGGTTT
AAGTAGATTCGCACAAATATTAGTAGCGTACTTCCACTTTACAATTTGGCGTTTTT
TGCATGCCTGGCGACAAATCCTTAACCCAAATTAAACATACCACATGGCATGTTC
ATGTAGGGTGCCCTGCAACTACCCGGGCCAGAAGGTGACGTTCCACGTCGAGGA
GGGCTCCAACCCCGTCTACCTCGCGGTGCTCGTCGAGTTCGAAGACGGCGACGGC
GACGTGGTGCAGGTGGACCTCATGGAGGCCAACTCCGGCTCGTGGACTCCGATGC
GCGAGTCCTGGGGTTCCATCTGGAGGCTGGACTCCAACCACCGGCTGCAGGCGCC
CTTCTCGCTGCGCATCACCAACGAGTCCGGCAAGACGCTGGTGGCAAACCAGGTC
ATCCCGGCAAACTGGGTGCCCAACACCTACTACCGCTCCATCGTCCAGTACTAGC
AACCAATGGTCTCTGCTGCTGGACACGGCAGTGGACACGATAATTCGGCATCATT
GGCTCGATTAGCTTGGTACTGCATCGTTTCCATGGGATTGAGGTGCCTTATTAGTT
ACTACTGATTAATTAGCCGGTGAATATGCCGGGTGTCCTTGTATGCTTTAGGTGGT
GTTGTGTACGTGTCTTCGGAGATTTGACGACTGGGAAATGGAGGAGGCAAAGTTT
GCATGTGCTTTCCCGCCCATCATTGTCGATACGCTTGTACCAGTGTGATCAAGATT
ATAAATTATTAACAGTATTTTGTGTGCTACATAGTA




