IDENTIFICATION

Species: Cucumis sativus
Locus: CsGy6G010650

Gene Model: CsGy6G010650.1
Description: CsSEXPB-02
Family: Beta Expansin

3D structure:

GENOME DATABASES
http://cucurbitgenomics.org/

KEGG: https://www.genome.jp/entry/T02486
EXTERNAL RESOURCES
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Name Accession Description Interval E-value
[+] DPBB_EXPB_N ¢cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 41-164 4.17e-72
[+ Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P1, Pll and PIII from Lolium perenne 172-248  1.21e-29

SEQUENCES
Peptide
>CsEXPB-02

MQLFLHRSTFRLITAFFSAAALLHWFAAAAHLQHPVPDLHWLPATATWYGSPEGDG
SDGGACGYGNLVDVKPLKARVGAVSPVLFRNGEGCGACYKVKCLDHNICSRRAVTI
IVTDECPGGYCSNGNTHFDLSGAAFGRMAIAGEGGQLRNRGEIPVIYRRTPCKYPGK

NIAFHVNEGSTDYWLSLLVEFEDGDGDIGAMQIKETNSGEWLDMNHLWGANWCIIG
GPLKGPFSVRLTTLSTGRTLSARDIIPRNWSPKATYTSRLKFFT

CDS (coding sequence)
>CsEXPB-02

ATGCAGCTCTTCCTTCACCGCTCTACTTTCCGCCTCATTACAGCTTTCTTCTCTGCT
GCAGCTTTGCTCCATTGGTTCGCTGCAGCGGCTCACCTCCAACACCCTGTGCCGG
ATCTACATTGGCTTCCAGCCACCGCCACTTGGTACGGAAGCCCCGAGGGAGACGG
TAGCGACGGTGGAGCATGTGGGTATGGTAATTTAGTGGATGTGAAGCCTTTAAAG
GCTAGAGTTGGGGCTGTGAGTCCTGTTTTGTTCAGAAATGGTGAAGGTTGTGGAG
CTTGTTACAAAGTGAAGTGTTTGGACCACAACATTTGCTCTAGACGAGCAGTGAC
TATAATCGTCACCGACGAGTGCCCCGGTGGGTATTGTTCCAATGGCAATACTCAC
TTCGATCTCAGCGGCGCCGCCTTTGGTCGTATGGCCATTGCCGGAGAAGGTGGGC
AGCTCAGAAACCGAGGAGAAATCCCAGTAATTTACCGACGAACTCCGTGTAAGT
ACCCAGGCAAGAACATTGCCTTCCATGTCAATGAAGGCTCGACAGATTACTGGCT
CTCACTCTTGGTTGAATTCGAGGATGGGGATGGAGACATTGGTGCAATGCAAATA
AAAGAAACAAATTCAGGGGAGTGGCTGGATATGAACCATCTATGGGGAGCAAAT
TGGTGCATAATTGGTGGGCCATTAAAGGGCCCATTCTCAGTGAGATTAACAACAT
TATCTACCGGAAGAACTCTCTCAGCAAGAGATATAATCCCAAGGAATTGGTCTCC
AAAAGCCACATACACTTCCCGCCTTAAATTCTTCACTTAA

Nucleotide
>CsEXPB-02

GCCCCCTTCCACTTCCACAGCTCCAACTGCAACATCATACTCAAACCGTCTCTCAC
GCACTGCACAATCCTCTCACTCAACTGTTTTTTCTCCATCACCCTCCTCCTCGCCC



GAACCTCACTTTCTCGTCACCTCCACACACCCAAATGCAGCTCTTCCTTCACCGCT
CTACTTTCCGCCTCATTACAGCTTTCTTCTCTGCTGCAGCTTTGCTCCATTGGTTCG
CTGCAGCGGCTCACCTCCAACACCCTGTGCCGGATCTACATTGGCTTCCAGCCAC
CGCCACTTGGTACGGAAGCCCCGAGGGAGACGGTAGCGACGGTACGCCCCTTCC
ATTTCCCTACATTTTCTTTGTTTTAGGGTCTCTAAAGTTTATGGGTCTGCTCTGTTT
CTTTTGAAATACTATCTCCAGCTTTCCTTTAAAATGTGTTTACAAGGGTTTGAATT
AACAGAAACCCACTTCACAAATCACTTCTACCCAGCCCTAATTTCGCTTTTTATTA
CTTCTTTGCTGCTACAAATTAAGGGATCTGACAATGTGAAGTCACAGGTGGAGCA
TGTGGGTATGGTAATTTAGTGGATGTGAAGCCTTTAAAGGCTAGAGTTGGGGCTG
TGAGTCCTGTTTTGTTCAGAAATGGTGAAGGTTGTGGAGCTTGTTACAAAGTGAA
GTGTTTGGACCACAACATTTGCTCTAGACGAGCAGTGACTATAATCGTCACCGAC
GAGTGCCCCGGTGGGTATTGTTCCAATGGCAATACTCACTTCGATCTCAGCGGCG
CCGCCTTTGGTCGTATGGCCATTGCCGGAGAAGGTGGGCAGCTCAGAAACCGAG
GAGAAATCCCAGTAATTTACCGACGGTACAAATTCGTTACAACTCTGTTTTTTTTT
TTTTTTTTTATTCTTTTTTGTCACATTATGATTTGTTTCTTTCTTTCTTTTTATCTATC
TCTGCTTTGTATTTTGTCGCTTATTTTTAGTTGCCCTAAATGTGTAGAACTCCGTGT
AAGTACCCAGGCAAGAACATTGCCTTCCATGTCAATGAAGGCTCGACAGATTACT
GGCTCTCACTCTTGGTTGAATTCGAGGATGGGGATGGAGACATTGGTGCAATGCA
AATAAAAGAAGTAAGAAGAACACCCTTTACTCATGTAAAGCATAATATTCCATTG
GTTAAATTACAATATTTTAAGATGTGAAAAGATAGAAAAAGCTGGTACTTAATTA
CTCGTTGAAAGTTGAATATCCGAGCGGAAGAATCTTTGAAAAAGAAGTATCTTTA
TTAGAAGAAAAAGCGTGGGGTTTTCCCACATGATTATAAAAAAATCTCATTCATA
TTGACAAAGGAATACTAGTGATATGAGTTAATATTTGTGTTTTGGCAGACAAATT
CAGGGGAGTGGCTGGATATGAACCATCTATGGGGAGCAAATTGGTGCATAATTG
GTGGGCCATTAAAGGGCCCATTCTCAGTGAGATTAACAACATTATCTACCGGAAG
AACTCTCTCAGCAAGAGATATAATCCCAAGGAATTGGTCTCCAAAAGCCACATAC
ACTTCCCGCCTTAAATTCTTCACTTAATGAAGAAGAGAAAAAAGCAGCAGTTTTT
TTTTTTTTTCTTCTCTTTTGGAGGTTTGAGAAA




