IDENTIFICATION

Species: Populus trichocarpa
Locus: Potri.019G057500

Gene Model: Potri.019G057500.3.p
Description: PtEXPA-29

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Ptrichocarpa v4 1
KEGG: https://www.genome.jp/entry/gn:T01077
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Query seq.
Superfanilies PLNO0050

+ Name Accession Description Interval E-value
[+] PLNOD050 super family cl31535 expansin A: Provisional 23-250 9.51e-130
SEQUENCES

Peptide

>PtEXPA-29

MTMAATISLLLFALHLCLIGTYGDSGGWQGGHATFYGGGDASGTMGGACGYGNLY
SQGYGTNTAALSTALFNNGLSCGSCYEMRCDNDPKWCLPGSITVTATNFCPPNSALS
NDNGGWCNPPLQHFDMAEPAFLQIAQYRAGIVPISFRRVPCVKKGGIRFTINGHSYFN
LVLITNVAGAGDVHSVSIKGSKTGWQAMSRNWGQNWQSNSYLNGQSLSFQVTTSD

GRTVTSYNAVPENWQFGQTFSGGQF*

CDS (coding sequence)
>PtEXPA-29

ATGACAATGGCAGCTACTATCTCTCTTCTCTTGTTTGCGCTCCACTTGTGCCTTAT
AGGCACTTATGGGGACTCCGGAGGGTGGCAAGGTGGCCATGCCACTTTCTATGGC
GGGGGTGATGCTTCTGGGACAATGGGAGGTGCTTGTGGGTATGGCAATTTGTACA
GTCAAGGGTATGGTACTAACACTGCAGCACTTAGTACTGCCCTTTTCAACAATGG
CTTGAGCTGTGGTTCTTGTTATGAGATGAGATGTGACAATGATCCCAAATGGTGC
CTCCCTGGGTCCATCACCGTCACAGCCACTAACTTCTGCCCCCCTAACTCTGCCTT
GTCTAATGACAACGGTGGCTGGTGTAATCCTCCCCTCCAGCACTTTGACATGGCT
GAGCCAGCTTTCTTGCAAATTGCTCAATACAGAGCTGGAATTGTACCAATCTCAT
TCAGAAGGGTCCCCTGTGTCAAGAAAGGAGGAATAAGGTTTACCATCAATGGAC
ACTCTTACTTTAATTTGGTGTTGATCACAAACGTTGCTGGAGCAGGAGATGTTCAT
TCAGTGTCGATCAAGGGTTCTAAGACAGGGTGGCAAGCTATGTCAAGGAACTGG
GGCCAGAACTGGCAAAGCAATTCTTACCTCAATGGCCAAAGTCTTTCTTTCCAAG
TCACCACAAGTGATGGTAGGACTGTGACTAGCTACAACGCAGTGCCAGAAAACT
GGCAATTTGGCCAAACATTTTCAGGCGGTCAATTCTAG

Nucleotide
>PtEXPA-29

AGCACCAAGCGTCGAGTCTTTCTCACACAAACTCTCCCTCTCCTCGCCTGATAGAT
ACACCTTACCAGCAACAATGACAATGGCAGCTACTATCTCTCTTCTCTTGTTTGCG
CTCCACTTGTGCCTTATAGGCACTTATGGGGACTCCGGAGGGTGGCAAGGTGGCC
ATGCCACTTTCTATGGCGGGGGTGATGCTTCTGGGACAATGGGTATGTTTCAGCA
ACTTTTCTTTCTTCATAGGGCAATAATGCTACTTCTACTGAAAGGTTTTTCCAAAT
TCACTTCCTGAAAAGATTTCAATGTAAAATGTAAATATTATTATATATGATGAATT



GGGCACATGTCAATCAGTCCATATATCAAACCATTGTGTTAAAGGGGAAAAAGA
AATAGTACTCTACTCTTGCACATGTCACGAAGCTCAAATGTCACTCAAAAACTAT
AGTCCTTAAGATGTCACAGATTGTCTAGTGGACTCAGAGTGTGAATTACATCTTT
GATTTTTCCTTTAAATAAAGTTTTGGCTCTTAATGGATATATATACACTAAATATT
GCAGGAGGTGCTTGTGGGTATGGCAATTTGTACAGTCAAGGGTATGGTACTAACA
CTGCAGCACTTAGTACTGCCCTTTTCAACAATGGCTTGAGCTGTGGTTCTTGTTAT
GAGATGAGATGTGACAATGATCCCAAATGGTGCCTCCCTGGGTCCATCACCGTCA
CAGCCACTAACTTCTGCCCCCCTAACTCTGCCTTGTCTAATGACAACGGTGGCTGG
TGTAATCCTCCCCTCCAGCACTTTGACATGGCTGAGCCAGCTTTCTTGCAAATTGC
TCAATACAGAGCTGGAATTGTACCAATCTCATTCAGAAGGTAAAAATCAACCTCT
CATTTGAAATATTCAACTTTCATTTTCATATAATTTCACCTAATTGTATATTAACA
GATTGGCAAGTGGCTTCCGTCGGTTACAATTAAATATGCTGCAAAATTAAACGAA
CCAGTTCTAGTTTATTCCATATGCTTATAGATTATTTATACAGTGGCTAGTTATGA
TCTTTGGCTCTGCGGTTGCTCAAGCTCATGCGTTGGGGCAACATAGCATCCACCAT
TATCAGATAGATTGAGCTCATCTCATTAACACACTTTGTTTTGGTCCAAACTCCAA
ACAGGGTCCCCTGTGTCAAGAAAGGAGGAATAAGGTTTACCATCAATGGACACT
CTTACTTTAATTTGGTGTTGATCACAAACGTTGCTGGAGCAGGAGATGTTCATTCA
GTGTCGATCAAGGGTTCTAAGACAGGGTGGCAAGCTATGTCAAGGAACTGGGGC
CAGAACTGGCAAAGCAATTCTTACCTCAATGGCCAAAGTCTTTCTTTCCAAGTCA
CCACAAGTGATGGTAGGACTGTGACTAGCTACAACGCAGTGCCAGAAAACTGGC
AATTTGGCCAAACATTTTCAGGCGGTCAATTCTAGCTTTTGAGGACAAACGATTC
TCATTGATTGTTGTGTGATGACATCTATATATGGTTTGCGAGAGAGGAGAGGGGG
TAGGGTAGGAAAGGCATGGCCAATATGTCTGGCTGTTGCTGAGGTGGTTTATTAG
CACCCGCTGGGCCTTTATATATGCAGCATAAAATTGAAAGATATAGTTCCTTTAC
AGTTTACATACATAGGAATGTTCATTCGTCGCCTTCTGTTTGATTTCAAGGCCATG
AACATCGTTATTGGTTTGGTAGATTTAGTCCCCAATTTGGTCTGAAACCCAGTTGG
AACATTTAAATTTGCGTAGTTTTACTGTATACTAATTAATTTCTTTGGTCTTGTACT
TAATCTACGAATAAAAATCCGTCATGCATTTATGTATCATCAAATTTCTAGCCATT
CTTTGCACTGTAAACGCCATTGCGCTCCACCGTTTTGAGCTTGTAACAACTGGAAT
GCCAGTGTTCGCCACAGCAAAAATAGAAATCTCTTTCCACAAACCAGCTCCCTCT
GATGAGGATCAGCTATATCCCCAGAAACAGTAGGAACATGATATGTATGATCAG
GCTACACAACAAGATGGTTGATCAACGAAGGGAAAAGACGAGTGTTTACATGCG
ACAGCAAATATTAGATGATACCAACCCAAATTATGCATGTATTGACCAGAGGATT
CTTTCTTTGGCTCAGAAGTTGTTGTTGAGAAAATGTTTGCACAGACATGTCATTGG
TGAGCGTTTTCAAAACATTGTATGTGCTGCTTTTTTGCCTGCCATAGATGAAACTG
CTGAAAGAATTCTC






