
IDENTIFICATION 

Species: Panicum hallii 

Locus: Pahal.2G115200 

Gene Model: Pahal.2G115200.1.p 

Description: PhEXPB-07 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Phallii_v3_1  

KEGG: https://www.genome.jp/entry/T07366  

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Phallii_v3_1
https://www.genome.jp/entry/T07366


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PhEXPB-07 

MAKLFTLLLAAVVVLSLLVSPIACTRKLSKPKHKAKPKPVSHRTPAPAAKPKPNPVSY

KPAAPAVAKPPRSNHTTKHSPSIVYGGAWLSGAGATYYGAPNGDGSDGGACGYQTA

VGKQPFDSMIAAGSTPLYMDGEGCGACYEVKCTTNAACSGQPATIVITDRSPGDLFP

GEVVHFDMSGTAMGAMAKPGMADKLRAGGVLRILYRRVPCKYPGVNVAFKVDQG

ANPFYFDVLIEFEDDDGDLKAVDLMEAGSNVWTSMAHNWGATWRLNNGRKLNAPF

GLRLTSDSGRVLVANNAIPAAWKPGKAYRSLVNYP* 

CDS (coding sequence) 

>PhEXPB-07 

ATGGCGAAGCTTTTCACATTGCTGTTGGCCGCGGTGGTCGTGCTCTCGCTCCTGGT

GAGCCCCATTGCCTGCACCCGCAAGCTCAGCAAGCCCAAGCACAAGGCAAAGCC

AAAGCCGGTCAGCCACAGGACGCCGGCGCCTGCGGCCAAGCCGAAGCCGAACCC

GGTCAGCTACAAGCCGGCGGCGCCTGCTGTGGCCAAGCCTCCCCGCAGCAACCAC

ACCACTAAGCACTCGCCGTCGATCGTCTACGGCGGTGCCTGGCTGTCCGGCGCCG

GCGCCACGTACTACGGCGCGCCCAATGGCGACGGCAGCGACGGCGGCGCGTGCG

GGTACCAGACCGCCGTCGGGAAGCAGCCGTTCGACTCGATGATCGCCGCCGGGA

GCACGCCGCTGTACATGGACGGCGAGGGCTGCGGCGCCTGCTATGAGGTTAAAT

GCACGACCAACGCGGCATGCTCCGGCCAGCCGGCGACCATTGTGATCACCGACC

GGTCCCCCGGCGACCTGTTCCCCGGCGAGGTCGTCCACTTCGACATGAGCGGCAC

CGCCATGGGCGCCATGGCGAAGCCCGGCATGGCCGACAAGCTCCGCGCCGGCGG

CGTCCTGAGGATCCTGTACCGGAGGGTGCCGTGCAAGTACCCCGGTGTGAACGTC

GCGTTCAAGGTGGACCAGGGTGCCAACCCCTTCTACTTCGACGTGCTCATCGAGT

TCGAGGACGACGACGGCGACCTCAAGGCCGTCGACCTGATGGAGGCCGGCAGCA

ACGTGTGGACGTCCATGGCGCACAACTGGGGCGCCACGTGGCGGCTCAACAACG

GCAGGAAGCTCAACGCGCCGTTCGGCCTCCGGCTTACCTCCGACTCCGGCAGGGT

GCTCGTCGCCAACAACGCCATCCCCGCCGCGTGGAAGCCCGGGAAGGCGTACCG

CTCCCTGGTCAACTACCCCTGA 

 

 



Nucleotide 

>PhEXPB-07 

CCAGCCCCCACCCTCGCCGCGCCGCAGCCCCGCCCACCGTTCCCCCTCTCGCCCTC

CACCCCCACCGTCGCCCCACCCCCTCTCCGCGCCATGGCGACTCGGCAAGCAACC

GTCCTCACGGCCCTCCTCCTCGCCTCGCTGCTCCCGCTGGCGCTCTCGCGCGGGCT

GGGGCTCGGGCGCGGGCATGTGCGGCCGCACGCGCACGGGGTGGGGCTCGGGCG

CCGTCACGCCCAGCCGCACCCGCAGCCGCACGGGCACGCCCCGCTCGGGGGCGG

CGGGTGGTCCTCGGCCCACGCCACCTTCTACGGCGGCGGCGACGCGTCCGGCACC

ATGGGTACGTCCGCTCTAGGCTCTAGCTAACCACTTGACCCCCATGCTCGTCACCT

TCCGGTCCTAGATTACAAAGCTCGCAACTCTCGTTTGGACTAAAATTTTCTATCTG

GATTCGTCTGTGCAGGAGGCGCTTGCGGGTACGGCAACCTGTACAGCCAGGGGTA

CGGCACCAACACGGCGGCGCTGAGCACAGCGCTCTTCAACAACGGCCTCAGCTG

CGGCGCCTGCTTCGAGGTCCGGTGCGAAGCCGCCGGGGGCGGGAGCCACTCCTG

CCTGCCTGGCTCCGTCGTCGTCACGGCCACCAACTTCTGCCCGCCCAACAACGCG

CTCCCGTCCGACGACGGCGGCTGGTGCAACCCGCCGCGCGCCCACTTCGACATGT

CGCAGCCCGTATTCCAGCGCATCGCGCTCTACAGGGCCGGCATTGTCCCCGTCTC

CTACCGCAGGTCTGTAGTAAAGCTGGTTCCTTTTTATGCTTGAATTTCCCTTTCTCC

TTTGGATAAACAAGAGGAATTTCGCGCAGATCTGACAATGTAGTATCAATTATTT

TGTTTGCTCTGCCCTGCAGGGTTGCGTGCAACAAGAAGGGCGGCATCCGGTTCAC

CATCAACGGCCACTCCTACTTCAACCTGGTGCTGGTCACCAACGTGGGCGGCGCC

GGCGACGTGCACGCGGTGGCCGTCAAGGGTGACCGCTCCCCGGGGTGGCAGGCG

ATGTCCCGCAACTGGGGCCAGAACTGGCAGAGCAACACGCTCCTCGACGGCCAG

GCCCTCTCCTTCCGCGTCACCACCGGCGACGGCCGCTCCGTGGTCTCCACCAACG

CCGCCCCCCGCGGCTGGTCGTTCGGCCAGACCTTCAGCGGGGCCCAGTTCAACTG

AACCTCCACCCACCACCATCGCCGCTGCGTCCTCGACGCGCGAGTAGTAGCAGTA

CTAGTAGTGGATGGTCGTAGTAGTTCCTTCTACGTCTCCCCCAATTGCAACTTGCT

GGGAGGCGCCATGGTTTTATGAGTGGCGCATCTCACATTGGTTCTTGGGAATTAC

CGGTAGTTTAGGCCGAGTAAGCATGGGTTTTATCGTGCTGGTGTGAGCCTAGAGT

CAGTGTTCCTTGGTTGTTTCGGCTAGGGAATTGGAGGTGGTGGTAAAGGCTTGGC

TTGGAGATTAATGGCGGCCGCCTTGTATCACCCGCCAATCAGCGTTTTGGGCCTC

ATGGTGATGGCCAAAACCTCTTGGAGAGATGAGATGAGATGTTTTGTGTGGTGAA

AGTGTGCTGGTTGTTGTAATGAACCTTATCAAGTTATCCTTCAGAACGGCTTAATT

TGTGTTGGTAC 


