IDENTIFICATION

Species: Kalanchoe fedtschenkoi
Locus: Kaladp0018s0202

Gene Model: Kaladp0018s0202.1.p
Description: KIEXPA-06

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Kfedtschenkoi vl 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Kfedtschenkoi_v1_1
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Query seq.

Superfanilies PLNOOOSO

Name Accession Description Interval  E-value
[+ PLND0050 super family cl31535 expansin A; Provisional 28-254 4.65e-86
SEQUENCES
Peptide
>KfEXPA-06

MGVLHPLRATLVCLALIQTSCEVAEDTSEWDTATATYSNQTDTSIVTEGACGYGDLP
EATYGKYSAGVSSVLFGKGRTCGACFEVRCVDHILWCLQGSPSVTLTTTDFCPPNFG
LASDY GGWCNSPNRHFHMSKAAFGEIAEMKADIVPVQFRRVKCERKGGMRFTVTGS
SGFYQVLITNVGLDGEVVAVKVKGSRTGWIPMARNWGQNWHSNINLTGQPLSFEVT
SSSGRTATSYNVAPPNWQFGQTFEGRQFHGVKDSNNIAR*

CDS (coding sequence)
>KfEXPA-06

ATGGGAGTGCTTCATCCCCTCCGAGCCACACTTGTCTGCCTGGCTTTGATCCAGAC
TTCTTGTGAGGTTGCAGAAGATACTTCAGAATGGGATACTGCCACTGCAACCTAT
TCCAACCAAACAGACACCTCCATCGTCACTGAGGGTGCTTGTGGATATGGAGATC
TTCCCGAGGCCACATATGGTAAGTACAGTGCTGGAGTGAGCAGCGTGTTGTTCGG
CAAGGGGAGGACCTGTGGGGCTTGTTTTGAGGTCAGATGTGTTGATCATATCCTC
TGGTGCTTGCAAGGCAGCCCCTCTGTGACACTCACCACCACGGATTTCTGCCCGC
CTAATTTCGGGCTGGCATCTGACTATGGCGGCTGGTGCAACTCTCCTAACCGGCA
TTTTCATATGTCAAAAGCTGCATTTGGGGAGATTGCAGAGATGAAAGCTGATATA
GTCCCTGTGCAATTCAGAAGGGTGAAATGTGAAAGAAAAGGTGGGATGAGATTC
ACTGTGACAGGAAGTTCAGGCTTCTATCAGGTGCTGATCACCAATGTAGGGCTAG
ATGGTGAAGTTGTTGCCGTAAAAGTGAAGGGATCAAGAACTGGGTGGATACCAA
TGGCGAGAAACTGGGGACAGAACTGGCACTCCAATATCAACCTTACTGGGCAGC
CGTTGTCATTTGAGGTTACAAGCAGCAGTGGACGAACAGCGACATCCTACAATGT
TGCTCCTCCCAACTGGCAGTTTGGTCAGACATTTGAAGGCAGGCAATTCCATGGT
GTCAAAGACTCCAACAACATAGCAAGATAA

Nucleotide
>SKFEXPA-06

GAAATAGAACTATAAGTTGCCAGAAAAGGGTTTCAACAAAAGAAAACATAGTTG
CTAGGAAGTTCAGAAAAACACCACACCAAAATGGGAGTGCTTCATCCCCTCCGA
GCCACACTTGTCTGCCTGGCTTTGATCCAGACTTCTTGTGAGGTTGCAGAAGATAC
TTCAGAATGGGATACTGCCACTGCAACCTATTCCAACCAAACAGACACCTCCATC



GTCACTGGTATGTAAATGACTGCATCTTTAAAACTGTAGGAATAACTAATGCGAG
TCAGTTCTGGTTTCAATGAGTAAGTTGATAATGAGTATGTCTGCCGCCAGAGGGT
GCTTGTGGATATGGAGATCTTCCCGAGGCCACATATGGTAAGTACAGTGCTGGAG
TGAGCAGCGTGTTGTTCGGCAAGGGGAGGACCTGTGGGGCTTGTTTTGAGGTCAG
ATGTGTTGATCATATCCTCTGGTGCTTGCAAGGCAGCCCCTCTGTGACACTCACCA
CCACGGATTTCTGCCCGCCTAATTTCGGGCTGGCATCTGACTATGGCGGCTGGTG
CAACTCTCCTAACCGGCATTTTCATATGTCAAAAGCTGCATTTGGGGAGATTGCA
GAGATGAAAGCTGATATAGTCCCTGTGCAATTCAGAAGGTGTGTATGAGCTATGA
AGTATGAATATGTGAAAGAATGCGGAAAGTTCAGTTGTAAACCTGTTCCTGCATT
AGGGTGATACTTTGTTCTGTGTGCAGGGTGAAATGTGAAAGAAAAGGTGGGATG
AGATTCACTGTGACAGGAAGTTCAGGCTTCTATCAGGTGCTGATCACCAATGTAG
GGCTAGATGGTGAAGTTGTTGCCGTAAAAGTGAAGGGATCAAGAACTGGGTGGA
TACCAATGGCGAGAAACTGGGGACAGAACTGGCACTCCAATATCAACCTTACTG
GGCAGCCGTTGTCATTTGAGGTTACAAGCAGCAGTGGACGAACAGCGACATCCTA
CAATGTTGCTCCTCCCAACTGGCAGTTTGGTCAGACATTTGAAGGCAGGCAATTC
CATGGTGTCAAAGACTCCAACAACATAGCAAGATAACCTGGACAGTATTATTTGA
AGGCAAGCTTCATATTTGACAGGCTCACTCTTCCATAGATATATAACAAAATCAC
GAGCTTGCTGTAAATACTGCCTGCATGTTCTCCATGAATCAAACAAGGTTAGACA
AATAGATAAGCGAGTATGATTGAAACGAATTGCACGCCATATCACCTTTTTTGTT
ATCCAGTCACTGCCGTATAGATGTACCTCCAACTGAATTTCTTAATTCAAAAGTTA
AAAAGGTATGTTTCCACTATCCCCTAATTCCTGGTCTGTGCACAACATTATATTTG
ATTTATGGATCTTTCCCAATGAGTTTCTTCTGTTCGACATTACATGTCTACCTTATA
GATTATCAAGATCATCTTACAGTAGAACAGCTTAACTACATA





