IDENTIFICATION

Species: Brachypodium sylvaticum
Locus: Brasy4G196600

Gene Model: Brasy4G196600.1.p
Description: BsyEXPB-16
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1 1
KEGG:-

EXTERNAL RESOURCES
http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy
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DOMAIN ARCHITECTURE
Query seq, lwﬁ b - e i e - e e il n .

carbohydrate binding zite § 4y

Specific hits Pollen_allerg_ 1

Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits d
Name Accession Description Interval E-value
[+] DPBB_EXPB_N 22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 60-183 7 45e-T0
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pl and Piil from Lolium perenne. 191-267 2.40e-24

>BsyEXPB-16

MAKSCTLALLGALVALSLLVSPIACSRKLATKQVSYKPAPAGKANKNQTTSAAAYSS
GGWLAAGATYYGTPNGDGSDGGACGYQSAVGHRPYSSMIAAGSTPLFLGGKGCGA
CYQVKCTANKACSGNPATVVITDLSPGGLYPGEPAHFDMSGTALGAMAKPGKADAL
RAGGVLRIQYKRVPCKYPGVNIAFRVDQGSNPFYFKALIEFEDGDGDLKRVALKQAG
SNKWAGMVQDWGALWRLNNGQRLRGPFSIKLTSDSNRVLVVNNVIPANWKAGAT
YRSLVNYPY*

CDS (coding sequence)
>BsyEXPB-16

ATGGCGAAATCTTGCACCTTAGCACTTCTTGGCGCACTGGTGGCGCTCTCGCTTCT
TGTGAGCCCCATTGCTTGCTCCCGCAAGCTCGCCACCAAGCAAGTCAGCTACAAG
CCTGCACCTGCAGGCAAGGCCAACAAAAACCAGACCACGTCTGCCGCCGCCTAC
AGCTCCGGCGGCTGGTTGGCCGCCGGCGCGACGTATTACGGCACACCCAACGGC
GACGGAAGCGACGGTGGCGCGTGTGGCTACCAAAGCGCTGTCGGGCACCGGLCCG
TACTCGTCGATGATCGCCGCCGGGAGCACGCCGCTGTTCCTGGGAGGCAAGGGCT
GCGGCGCGTGCTATCAGGTTAAATGCACGGCCAACAAGGCGTGCTCCGGCAATCC
TGCCACCGTCGTCATCACCGACTTGAGCCCCGGCGGGCTCTACCCCGGCGAGCCG
GCCCATTTCGACATGAGCGGCACGGCCTTGGGCGCCATGGCCAAGCCTGGCAAG
GCCGACGCACTCCGTGCCGGCGGTGTCCTCAGAATCCAGTACAAGAGGGTGCCAT
GCAAGTACCCTGGCGTGAACATCGCCTTCAGGGTGGACCAGGGCTCGAACCCGTT
CTACTTCAAGGCCCTGATCGAGTTCGAGGACGGCGACGGCGACCTGAAGCGCGTC
GCCCTCAAGCAGGCCGGCAGCAACAAATGGGCGGGCATGGTGCAGGACTGGGGL
GCGTTGTGGCGCCTCAACAACGGGCAGCGGCTGCGCGGGCCATTCTCGATCAAGC
TCACCTCCGACTCCAACAGGGTCCTCGTCGTCAACAACGTCATCCCGGCCAACTG
GAAGGCCGGAGCGACCTACCGCTCCTTGGTCAACTACCCCTACTAA

Nucleotide

>BsyEXPB-16



ACGAACATTTCAGCTAAGCTTATCTAGCTTAGCCTCTGAATCCCGAACCACTAGA
CGAAGCAGTAAGCAGCAATGGCGAAATCTTGCACCTTAGCACTTCTTGGCGCACT
GGTGGCGCTCTCGCTTCTTGTGAGCCCCATTGCTTGCTCCCGCAAGCTCGCCACCA
AGCAAGTCAGCTACAAGCCTGCACCTGCAGGCAAGGCCAACAAAAACCAGACCA
CGTCTGCCGCCGCCTACAGCTCCGGCGGCTGGTTGGCCGCCGGCGCGACGTATTA
CGGCACACCCAACGGCGACGGAAGCGACGGTTAGTGCTAGCTTGGTTAATTTGCT
TTTACTGTCAATCGTGCGAACATTCATGGGACCTACATACCGCACGGACAGCAGG
AATTGACAGTTGAAACATTCTCTAGGTGGCGCGTGTGGCTACCAAAGCGCTGTCG
GGCACCGGCCGTACTCGTCGATGATCGCCGCCGGGAGCACGCCGCTGTTCCTGGEG
AGGCAAGGGCTGCGGCGCGTGCTATCAGGTAAGCGTAATGGCGTGGTCCACCAC
GGCCTCTAGCTACGGGCTTCGTAATGTAGCTAGCTCCTCCATTGATGGTGCGAAG
TGGTCGGCTGCCTGGTCCTCGAGTCCTGACTGAATGCTTTCATTTGGCGCGCGTAC
GTACTACGCAGGTTAAATGCACGGCCAACAAGGCGTGCTCCGGCAATCCTGCCAC
CGTCGTCATCACCGACTTGAGCCCCGGCGGGCTCTACCCCGGCGAGCCGGCCCAT
TTCGACATGAGCGGCACGGCCTTGGGCGCCATGGCCAAGCCTGGCAAGGCCGAC
GCACTCCGTGCCGGCGGTGTCCTCAGAATCCAGTACAAGAGGTATGCATATACGG
GAATGAATGGAAGCTGTATTGACCTGCGGTACTAGAAATTCCTGCGCAAGTTGCA
CAAATTGATGGAAGCTGTATTGGTTGATTAATCCTTTTTTGTTTCCATTAATCTTA
GGGTGCCATGCAAGTACCCTGGCGTGAACATCGCCTTCAGGGTGGACCAGGGCTC
GAACCCGTTCTACTTCAAGGCCCTGATCGAGTTCGAGGACGGCGACGGCGACCTG
AAGCGCGTCGCCCTCAAGCAGGCCGGCAGCAACAAATGGGCGGGCATGGTGCAG
GACTGGGGCGCGTTGTGGCGCCTCAACAACGGGCAGCGGCTGCGCGGGCCATTCT
CGATCAAGCTCACCTCCGACTCCAACAGGGTCCTCGTCGTCAACAACGTCATCCC
GGCCAACTGGAAGGCCGGAGCGACCTACCGCTCCTTGGTCAACTACCCCTACTAA
AATTACAGCTTTTCGATCTCTGCTTGCATTTCCACTGCAGCCAAACTGCAGCTGCA
GCATTTGCCAGGAATCAAGTGCAGGCTGGGTGTGGTAATTATATAAGGGACAGCC
GTGTGTGAATTTATATACCGCGGGAAGAAAAATGTGCGTCCGGGTGCTGTGACAG
AGGCGCTGCCAGAAGAGGAGGAGGAGGTTACCGAAATCGAGTTCTTCCCTCCAT
GGCCTCTGCATTCCCCTAGTGATGTATATCATCGATGTGTCTGTAATTTTTTTTTCT
TTTGTTCCTCTGTTTTGTACTTTTGTTGTTGAGGAGAAGCTATAGTTCGGACTGCA
GCTAAAGTTGCATGCCGATGTACCAAGTTGTGTGTTCTTTTTTACCACGCAATCCT
TGAGAGAAATGAATCGTTACTACTACCACTTGCTCTT




