IDENTIFICATION
Species: Olea europaea
Locus: Oeu049253

Gene Model: Oeu049253.1
Description: OeuEXPA-13
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Oeuropaea vl 0
KEGG: https://www.genome.jp/entry/T05244

EXTERNAL RESOURCES
http://olivegenome.org/
https://genomaolivar.dipujaen.es/db/index.php
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Query seq.

1 L L n L L L L
Specific hits o omes Pollen_allerg_1
llen_allera_1

Superfanilies PLN00133 Po! superfamily

DPBB_1 superfamily
List of domain hits d
+ Name Accession Description Interval  E-value
[+ PLN00193 super family cl33423 expansin-A; Provisional 5-374 1.43e-94
[+ DPBB_1 smart00837 Rare A (RipA)-like doubl beta-barrel; Rare lipoprotein A (RIpA) contains a 68-157 1.40e-49
[+ Polien_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, PIl and Pl from Lolium perenne. 385-453 3.11e-29

>0euEXPA-13

MASVSSLLCIASLLYLLTATSAKIRGAYTGGPWQPAHATFYGGSDASGTMGGACGY
GNLYSQGYGVNTAALSTALFNNGLSCGACFEIKCDVGQDPKWCNPGNPSIFVTATNF
CPPNFALASNNGGWCNPPRTHFDLAMPMFLKIAEYRAGIVPVNFRRFSSVSNQWVRY
FHIIKVILAFTKVLRVIQGYGVNTAALSTALFNNGLSCGACFEIKCDVGQDPKWCNPG
NPSIFVTATNFCPPNFALASNNGGWCNPPRTHFDLAMPMFLKIAEYRAGIVPVNFRRV
PCRKQGGIRFTINGFRYFNLLMITNVAGAGDIVRVSIKGTNTQWLPMSRNWGQNWQS
NAILVGQALSFRVTSGDHRSCTSMNVAPANWQVPCRKQGGIRFTINGFRYFNLLMIT
NVAGAGDIVRVSIKGTNTQWLPMSRNWGQNWQSNAILVGQALSFRVTSGDHRSCTS
MNVAPDNWQFGQTFMGKNFKV*

CDS (coding sequence)
>0euUEXPA-13

ATGGCTTCAGTTAGTTCATTACTCTGCATTGCCAGTCTCCTCTATTTACTGACGGC
TACTAGCGCTAAAATCCGGGGAGCTTACACCGGCGGCCCCTGGCAGCCCGCTCAC
GCCACTTTCTACGGCGGCAGTGACGCCTCTGGCACCATGGGCGGTGCTTGTGGGT
ATGGGAATCTGTACAGCCAAGGATACGGAGTGAACACCGCAGCTCTAAGCACGG
CGCTGTTCAACAATGGACTGAGCTGTGGGGCTTGCTTTGAGATAAAATGTGACGT
TGGGCAGGACCCCAAGTGGTGCAACCCGGGTAACCCATCAATTTTTGTTACCGCT
ACTAATTTCTGCCCTCCTAACTTTGCTTTGGCGAGTAATAATGGCGGGTGGTGCAA
CCCTCCGAGAACCCACTTCGATCTCGCCATGCCAATGTTCCTCAAGATCGCCGAG
TATCGCGCTGGCATCGTCCCCGTCAACTTCCGCCGATTTTCGTCAGTGTCAAATCA
ATGGGTCCGTTATTTTCACATTATTAAAGTCATTTTAGCATTTACTAAGGTTTTAA
GGGTCATCCAAGGATACGGAGTGAACACCGCAGCTCTAAGCACGGCGCTGTTCA
ACAATGGACTGAGCTGTGGGGCTTGCTTTGAGATAAAATGTGACGTTGGGCAGGA
CCCCAAGTGGTGCAACCCGGGTAACCCATCAATTTTTGTTACCGCTACTAATTTCT
GCCCTCCTAACTTTGCTTTGGCGAGTAATAATGGCGGGTGGTGCAACCCTCCGAG
AACCCACTTCGATCTCGCCATGCCAATGTTCCTCAAGATCGCCGAGTATCGCGCT
GGCATCGTCCCCGTCAACTTCCGCCGGGTACCTTGTAGGAAGCAAGGGGGAATCA
GATTCACAATCAACGGTTTCCGTTACTTCAATCTACTTATGATCACCAACGTCGCG



GGTGCTGGGGATATTGTGCGCGTTAGCATAAAAGGCACGAACACCCAATGGTTGC
CAATGAGCCGAAACTGGGGGCAAAACTGGCAATCCAATGCAATTCTTGTGGGCC
AGGCTTTGTCCTTTAGAGTTACGTCCGGTGACCATCGGTCATGCACCTCCATGAAC
GTGGCACCAGCTAATTGGCAGGTACCTTGTAGGAAGCAAGGAGGAATCAGATTC
ACAATCAACGGTTTCCGTTACTTCAATCTACTTATGATCACCAACGTCGCGGGTGC
TGGGGATATTGTGCGCGTGAGCATAAAAGGCACGAACACCCAATGGTTGCCAAT
GAGCCGAAACTGGGGGCAAAACTGGCAATCCAATGCAATTCTTGTTGGCCAGGCT
TTGTCCTTTAGAGTTACGTCCGGTGACCATCGGTCATGCACCTCCATGAACGTGGC
ACCAGATAATTGGCAGTTTGGACAGACCTTTATGGGCAAGAACTTCAAGGTTTAA

Nucleotide
>0euEXPA-13

ATGGCTTCAGTTAGTTCATTACTCTGCATTGCCAGTCTCCTCTATTTACTGACGGC
TACTAGCGCTAAAATCCGGGGAGCTTACACCGGCGGCCCCTGGCAGCCCGCTCAC
GCCACTTTCTACGGCGGCAGTGACGCCTCTGGCACCATGGGTAACTATAATCTCT
TCTGACTACATTTGGACAGCCGATAAATCTTTTTATTAACGTCTTGTTTGAAATAT
TACCTCAGGCGGTGCTTGTGGGTATGGGAATCTGTACAGCCAAGGATACGGAGTG
AACACCGCAGCTCTAAGCACGGCGCTGTTCAACAATGGACTGAGCTGTGGGGCTT
GCTTTGAGATAAAATGTGACGTTGGGCAGGACCCCAAGTGGTGCAACCCGGGTA
ACCCATCAATTTTTGTTACCGCTACTAATTTCTGCCCTCCTAACTTTGCTTTGGCGA
GTAATAATGGCGGGTGGTGCAACCCTCCGAGAACCCACTTCGATCTCGCCATGCC
AATGTTCCTCAAGATCGCCGAGTATCGCGCTGGCATCGTCCCCGTCAACTTCCGC
CGGTAACACCCCCATTTTCATTTACGCCCTTTAATTTGATAAATTTTCATTAATTC
GTTGTCTTGGAAATGGTAAATCAAACGACCAGTGGCTTTAGTGGATCAGATTTTC
GTCAGTGTCAAATCAATGGGTCCGTTATTTTCACATTATTAAAGTCATTTTAGCAT
TTACTAAGGTTTTAAGGGTCATCCAAGGATACGGAGTGAACACCGCAGCTCTAAG
CACGGCGCTGTTCAACAATGGACTGAGCTGTGGGGCTTGCTTTGAGATAAAATGT
GACGTTGGGCAGGACCCCAAGTGGTGCAACCCGGGTAACCCATCAATTTTTGTTA
CCGCTACTAATTTCTGCCCTCCTAACTTTGCTTTGGCGAGTAATAATGGCGGGTGG
TGCAACCCTCCGAGAACCCACTTCGATCTCGCCATGCCAATGTTCCTCAAGATCG
CCGAGTATCGCGCTGGCATCGTCCCCGTCAACTTCCGCCGGTAACACCCCCATTTT
CATTTACGCCCTTTAATTTGATAAATTTTCATTAATTCGTTGTCTTGGAAATGGTA
AATCAAACGACCAGTGGCTTTAGTGGATCAGATTTTCGTCAGTGTCAAATCAATG
GGTCCGTTATTTTCACATTATTAAGGTCATTTTAGCATTTACTAAGGTTTTAAGGG
TCATTTAGCGTTTATTAAGGTTTTAATAGTTATATGTGTTTTGCCGAGGTTATTAA
AGTCGTATCGTCGTACGAATTGCAACGAACTGACTTTTTGCTGGCATGAATCTGA
TTTCATCGTTTGTTGTGCCTACAATTTTGACGCACTTACACATTTTTTAAGAAATA
ATTTTAATGTCTATTTTACATTTTTATTATTTTAAAAGGACGAAAATGCCCTCATG
TTCTATACTAATTACCAATTGAAGTCGTAGGTCCCTTATTCCTAGGCCTCTCATTT
GGAAGGCAATTATGTCAATCCAGATTTTGAGAAGGAAATGACTTGAAGTGTAAA
ATTAAAGTTCAGCGATGGGCATTATAGTAATATTGTATTCCTACGGTTACCAGGA
AATGTGAGTAGTGCCTCGTATTCATAAATTCTTTCGACAAGTCTCACGTAGTCCCA
TATTCTTGTTGAGCCTATCCGATAAAGGCGGGCACCGTATTTAATGAACCACGCT
ACCGGATTCACCGGTCAACCTAAAGTTTTGAATCGTTAATCTTTAGCAGTAATTA
ATGAATTAACTATTTCTATTTAATTTTACAGGGTACCTTGTAGGAAGCAAGGGGG
AATCAGATTCACAATCAACGGTTTCCGTTACTTCAATCTACTTATGATCACCAACG




TCGCGGGTGCTGGGGATATTGTGCGCGTTAGCATAAAAGGCACGAACACCCAAT
GGTTGCCAATGAGCCGAAACTGGGGGCAAAACTGGCAATCCAATGCAATTCTTGT
GGGCCAGGCTTTGTCCTTTAGAGTTACGTCCGGTGACCATCGGTCATGCACCTCC
ATGAACGTGGCACCAGCTAATTGGCAGTTTGGACAGACCTTTATGGGCAAGAACT
TCAAGGTTTAAGAAAACATAAATAAGTCCCAATATTTAAGACTTACTATTAATAG
GTTTTCACTACTTTTCAACCTTCAAAATTCCCACGCTACCGGATTCACCGGTCAAC
CTAAAGTTTTGAATCGTTAATCTTTAGCAGTAATTAATGAATTAACTATTTCTATT
TAATTTTACAGGGTACCTTGTAGGAAGCAAGGAGGAATCAGATTCACAATCAACG
GTTTCCGTTACTTCAATCTACTTATGATCACCAACGTCGCGGGTGCTGGGGATATT
GTGCGCGTGAGCATAAAAGGCACGAACACCCAATGGTTGCCAATGAGCCGAAAC
TGGGGGCAAAACTGGCAATCCAATGCAATTCTTGTTGGCCAGGCTTTGTCCTTTA
GAGTTACGTCCGGTGACCATCGGTCATGCACCTCCATGAACGTGGCACCAGATAA
TTGGCAGTTTGGACAGACCTTTATGGGCAAGAACTTCAAGGTTTAA





