IDENTIFICATION

Species: Sorghum bicolor Rio
Locus: SbRi0.01G293100

Gene Model: SbRi0.01G293100.1.p
Description: SbrEXPB-06

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
KEGG:-

EXTERNAL RESOURCES
https://www.sorghumbase.org/post/sorghum-bicolor-rio
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List of domain hits o

Name Accession Description Interval E.value
[+ DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins .. 49-172 1.41e-78
[+] Pollen_allerg_1 pfam01357 Pollen allergen: This family contains allergens lol Pl, Pl and PIIl from Lelium perenne 180-256 4.55e-29

SEQUENCES
Peptide
>ShrEXPB-06

MAAAGAAALLALLAALVVVVTHSGASALPAVVNNHTSAARQLRGRSGGWQMAKA
TWYGAPYGAGPDDNGGACGFKNTNQYPFMSMTSCGNQPLFQDGQGCGACYQIRCT
AKNNPACSGEVKTVMITDMNYYPVARYHFDLSGTAFGSMARPGLNDKLRHAGIIDIQ
FRRVACNNRGLTVNFHVQAGSNPNYLAVLVEYANKAGTVVQMDAMEANSGHWMP
MRRSWGSVWRLDSYRALRGPFSMRIRSENGRTLVANNVIPANWRANTDYRSYVQFT

*

CDS (coding sequence)
>ShrEXPB-06

ATGGCCGCCGCCGGGGCAGCTGCACTTCTTGCCCTCCTCGCCGCGCTTGTCGTCGT
CGTCACGCATTCCGGCGCAAGCGCACTCCCGGCGGTGGTGAACAACCACACCTCC
GCCGCCCGCCAACTCCGCGGTCGTTCCGGCGGCTGGCAGATGGCCAAGGCCACCT
GGTACGGCGCGCCCTACGGCGCCGGCCCCGACGACAACGGCGGCGLCGTGCGGGT
TCAAGAACACCAACCAGTACCCGTTCATGTCCATGACGTCGTGCGGCAACCAGCC
CTTGTTCCAGGACGGCCAGGGCTGCGGCGCATGCTACCAGATCAGGTGCACCGCT
AAGAACAACCCAGCCTGCTCCGGCGAGGTGAAGACGGTGATGATCACGGACATG
AACTACTACCCGGTGGCGAGGTACCACTTCGACCTCAGCGGCACGGCGTTCGGGT
CCATGGCGAGGCCGGGGCTCAACGACAAGCTCCGGCACGCGGGCATCATCGACA
TCCAGTTCAGGCGGGTGGCCTGCAACAACCGGGGGCTCACCGTCAACTTCCACGT
GCAGGCCGGCTCCAACCCCAACTACCTGGCGGTGCTGGTGGAGTACGCCAACAA
GGCCGGCACCGTGGTGCAGATGGACGCCATGGAGGCCAACTCCGGCCACTGGAT
GCCCATGCGCCGCTCCTGGGGGTCCGTCTGGCGGCTCGACTCCTACCGCGCGCTC
AGGGGCCCCTTCTCCATGCGCATCCGCAGCGAGAACGGCAGGACGLCTGGTGGCLC
AACAATGTCATCCCAGCAAACTGGAGGGCCAACACTGACTACCGCTCCTACGTCC
AGTTCACTTAA



Nucleotide
>ShrEXPB-06

TGCCGCCAACTGCTCAATGCAATACTCTAGATTGTGTGCTTGGTGTGCTAGCTTGC
CCGCCTATAAGTACACAGGCGATCTCGGCCCTTTCCACCATCAAAACACAAGCAG
CTAGCCAGCAAACGCACATACTACAAGGTTTCTTGTTAGCTTCTGCCGCTGGTACT
ACATTGTGTGACGCGATCGAGCTGAGATAATGGCCGCCGCCGGGGCAGCTGCACT
TCTTGCCCTCCTCGCCGCGCTTGTCGTCGTCGTCACGCATTCCGGCGCAAGCGCAC
TCCCGGCGGTGGTGAACAACCACACCTCCGCCGCCCGCCAACTCCGCGGTCGTTC
CGGCGGCTGGCAGATGGCCAAGGCCACCTGGTACGGCGCGCCCTACGGCGLCGEG
CCCCGACGACAACGGTACGTACGTAGGGCCTGTTTGGTACAGCTCACAACAGTTG
TGAGCTGTTTTTTTTGCCAAACACTTATTTTCAAAACAGCTTCATGGATGAAGCTG
TTTTTCTACTCCTCTCGCAAAGACATAAGTTGGATGAAGCTGGAAAAAAGTAGCT
TATTGTAGCTTTTCCCTCATTTCTCTCTCTCAACTATGCATGAAGTAGTTGGTGAA
GCTATTTTGCCAAACACTTTCTCCAAAACAGCTTATCTTCATCTAGAAAGTTACTC
ATGAAGCTATTTTCTAAAAAAACAGCTTTACTAGTGAAGTTGAGCTGTGCCAAAC
AAGCCCGTAGTAGTGTGTCAGTTTCCGCCATGCATCGTCGTCGGTGTGCGCCGCC
AATGCTAGCTGTCGTGCTGACATTTCGGATTTTGCCAATGCCGTGGCTGACATTGT
GTTGTCCTTGCACCGACGATCATCGGTGTTTCTGCAGGCGGCGCGTGCGGGTTCA
AGAACACCAACCAGTACCCGTTCATGTCCATGACGTCGTGCGGCAACCAGCCCTT
GTTCCAGGACGGCCAGGGCTGCGGCGCATGCTACCAGGTACTACTCCAATCAACT
TGCTGTTTATATTACCCGTCCACTTGTCCGCTTCATTTAATTCAAATCGGTCAACT
GTATTAGTAGCTAGCTAGCAGAGTGTATCTTTTTTCCCCTCGAATCGAAGTTAATA
GCGACAATTTTTAATTTGGTGCTTATGTATCAGTGCCCACGCTAGTGGAATTGTTG
AGGTCAAACGGAAGTATCTTTTCACGTTCTCTTACTTTTGACCTAAATAACAATAC
AGATCAGGTGCACCGCTAAGAACAACCCAGCCTGCTCCGGCGAGGTGAAGACGG
TGATGATCACGGACATGAACTACTACCCGGTGGCGAGGTACCACTTCGACCTCAG
CGGCACGGCGTTCGGGTCCATGGCGAGGCCGGGGCTCAACGACAAGCTCCGGCA
CGCGGGCATCATCGACATCCAGTTCAGGCGGGTGGCCTGCAACAACCGGGGGCT
CACCGTCAACTTCCACGTGCAGGCCGGCTCCAACCCCAACTACCTGGCGGTGCTG
GTGGAGTACGCCAACAAGGCCGGCACCGTGGTGCAGATGGACGCCATGGAGGCC
AACTCCGGCCACTGGATGCCCATGCGCCGCTCCTGGGGGTCCGTCTGGCGGCTCG
ACTCCTACCGCGCGCTCAGGGGCCCCTTCTCCATGCGCATCCGCAGCGAGAACGG
CAGGACGCTGGTGGCCAACAATGTCATCCCAGCAAACTGGAGGGCCAACACTGA
CTACCGCTCCTACGTCCAGTTCACTTAAGCGACCACATAATTATTAACCCATCATC
ATCACTGGTATATATGATTAATCATATACAAGGTGGTGCTAAGGTTGGTTATTTAT
TTGGGAGTAGTAGAGTGTATTGTGTGATTATTGCAAATTCTTTTTGGTTTTTGCAA
TGGGTTCGGCGAGTTTTTCCGTGTTGTCATTGTGTGTATCTGAGGCGCGTCGGAAA
TGGAGGAGGCAAAGTGTTATACATACATGTTGTCTCCCGCCTACCGTCCAAACTC
CAATGTTTGTACAACAAGTAGGTACGGTGCATACAATGTGTGACCAAATCAGGGG
GGCTATGTATGCATCAAGTCATGGTCAGCAAATACATTTCTGATTATTCCAGTATA
TGTGTATTTTTTTTTAAAAAAAAATCCAAGGCCATTACGTCGTCCCAG






