IDENTIFICATION

Species: Oryza brachyantha
Locus: XP_006662048

Gene Model: XP_006662048.1
Description: ObEXPB-16
Family: Beta Expansin

3D structure:

GENOME DATABASES
NCBI: https://www.nchi.nlm.nih.gov/genome/10862?genome assembly 1d=1593936
KEGG: https://www.genome.jp/entry/T02995

EXTERNAL RESOURCES
https://rice-genome-hub.southgreen.fr/organism/1941498
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specific hits | Pollen_allerg_1
Superfanilies DPBB_RIpA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits .
Name Accession Description Interval E-value
[+ DPBB_EXPB_N 22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 55-176 423e-78
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, PIl and PIl from Lolium perenne 185-266 7.21e-30

MGSLPSLATAAAAVLLSILLAAGHCGAADFNATDEFAGNGVDFNSSDAAVYWGPW
TKARATWYGQPNGAGPDDNGGACGFKHTNQYPFMSMTSCGNQPLFKDGKGCGSCY
KIRCTKDPSCSGRTETVIITDMNYYPVAPFHFDLSGTAFGRLAKPGLNDKLRHSGIIDIE
FTRVPCEFPGLKIGFHVEEFSNPVYFAVLVEYEDGDGDVVQVDLMESKSAYGGATGV
WTPMRESWGSIWRLDANHRLQAPFSIRIRNESGKTLVAKNVIPANWRPNTFYRSFVQ
YS

CDS (coding sequence)
>ObEXPB-16

ACTACGGCCACCCAGACCACACACCGCTCTTCACTTCACACCTCTCATCGGATCC
CTGCGACCGGGCGAGCCACATTGCGCCGTTGCGCAGGGAGGAGCCTTTTTGCGGT
GGCTGCTGCGTGAGTGAGAGGAGCTTGCTCATGGGTTCGCTGCCCTCGCTCGCCA
CCGCGGCAGCGGCGGTGCTTCTGTCCATCCTCCTCGCCGCCGGCCACTGLGGLGL
CGCCGACTTCAACGCCACCGACGAGTTCGCCGGCAACGGCGTCGACTTCAACTCC
AGCGACGCGGCCGTCTACTGGGGCCCCTGGACCAAGGCCAGGGCCACCTGGTAC
GGCCAGCCCAACGGCGCCGGCCCCGACGACAACGGLCGGLCGLCGTGTGGGTTCAAG
CACACCAACCAGTACCCGTTCATGTCGATGACCTCCTGCGGCAACCAGCCATTGT
TCAAGGACGGCAAGGGGTGCGGCTCTTGCTACAAGATCAGATGCACCAAAGACC
CGTCGTGCTCCGGCAGGACGGAGACGGTGATCATCACCGACATGAACTACTACCC
GGTGGCCCCCTTCCACTTCGATCTCAGCGGCACGGCGTTCGGCAGGCTCGCCAAG
CCGGGCCTCAACGACAAGCTCCGCCACTCCGGCATCATCGACATCGAGTTCACCA
GGGTGCCATGCGAGTTCCCGGGGCTCAAGATCGGGTTCCACGTGGAGGAGTTCTC
GAACCCGGTGTACTTCGCCGTGCTGGTGGAGTACGAGGACGGCGACGGCGACGT
GGTGCAGGTGGACCTGATGGAGTCCAAGTCGGCGTACGGCGGCGCCACCGGGGT
GTGGACGCCGATGCGGGAGTCGTGGGGCTCCATCTGGCGGCTGGACGCCAACCA
CCGCCTCCAGGCGCCCTTCTCCATCCGCATCCGCAACGAGTCCGGCAAGACGCTC
GTCGCCAAGAACGTCATCCCGGCCAACTGGAGGCCCAACACCTTCTACCGCTCCT
TCGTCCAGTACAGCTGAGCCGCCGCCGCACGCCGGCGATCGLCCGLLGGLCACCCT
GCTGCTGCTAGCAATACTACTACTGCTGTGATGATGACTAGTAGTCGTTCGTTGTA
ATTGGTCTTCCTGCGTTGTTGGTGTCGGTTTTGGTGTTGGGGGATTTGCAGAAACC



GGGCGAGCGGAAAGAAAAGCAGTGTGGGAAAATGGAGGAGGAAGGCGTACAAG
GCTACGCTCTCCCGCCCACTGTCGCTTTTATAATTTATCATTTTCAAATGGTGATC
GATATGATGATTAATCAAAAGTATATTGCTACTTAA

Nucleotide
>0ObEXPB-16

AGCAATCCGTTGTTTATCCCGCGGAATGCAGTGGCAGCAGCAGTAATAGCAATGA
ATTGGATCCACACAACTCTGTACTGGATGGATCATGGCACCATTGTCATGGAGCT
AGCCTGAACCTCTCTTTCTCTCACGGCATGCACATGCCGACATTTCCCAACACACA
AGCAGCAGCAGCAGCGGTAGCACCTTCTGCTCTCTCTCGTGCCGTCAGGGTGGCC
GTCCGACGTGGGACGATGAACCAGCTGAGCTAAGCTCAGCACAGGCTATCTATCT
ACCAGCCCCAACTATCATCTGCCAACTTTTAATACGCGCTGCCGTAGGAAGAAGA
AGAAGATGAGCATGTCACCGTGCCAGGCCATGTGCCGCGGCCCAACATGGCACG
TTCTCCCCTTCAGTTCTGGGCTCACACACACACACTCTCTCTCACTAGCCAGTAGT
AGTAGAGAGTACCAGTGACCAGTGTTGTGCCCTTCCGGCTTATAAATACACGCTT
CCGCACTACGGCCACCCAGACCACACACCGCTCTTCACTTCACACCTCTCATCGG
ATCCCTGCGACCGGGCGAGCCACATTGCGCCGTTGCGCAGGGAGGAGCCTTTTTG
CGGTGGCTGCTGCGTGAGTGAGAGGAGCTTGCTCATGGGTTCGCTGCCCTCGLTC
GCCACCGCGGCAGCGGCGGTGCTTCTGTCCATCCTCCTCGCCGCCGGCCACTGCG
GCGCCGCCGACTTCAACGCCACCGACGAGTTCGCCGGCAACGGCGTCGACTTCAA
CTCCAGCGACGCGGCCGTCTACTGGGGCCCCTGGACCAAGGCCAGGGCCACCTG
GTACGGCCAGCCCAACGGCGCCGGCCCCGACGACAACGGTACGGCCGACGACCA
CGGATCCATCCACACAAACACATTTCCATCCCGTTTCTTTCTTTCTTTCCGGCAAT
GTGGCTTCATGTGTTGCTCCTCCTCCAAATCTTTGATCCAGGCGGCGCGTGTGGGT
TCAAGCACACCAACCAGTACCCGTTCATGTCGATGACCTCCTGCGGCAACCAGCC
ATTGTTCAAGGACGGCAAGGGGTGCGGCTCTTGCTACAAGGTGAGTGGAGTAAC
ATAGAGATTAAAGAAAGAAAAAGAATGGGGCCTAACTGCCAAAGCAGCATTGCC
GTTGCCGTCTTGACCATCGGTCTGCAGATGGGACCCACCCACGCGGGCATGTGCG
GCGTTGGGCCCACCCGGTTTCGGTGGCAGTGATTGGCGCGCCAATATGCATTCAT
TGTTCATCACGATCGCTCCTCCCGTTCTCTGTCGATGGCAATGACCTGACGTTTTG
GAGTTTCTTTCTCTTTTTTTTTTCTTCTTTCTTCTTTCTTTGTGTGTGTGTGTGGTTTT
ACAGATCAGATGCACCAAAGACCCGTCGTGCTCCGGCAGGACGGAGACGGTGAT
CATCACCGACATGAACTACTACCCGGTGGCCCCCTTCCACTTCGATCTCAGCGGC
ACGGCGTTCGGCAGGCTCGCCAAGCCGGGCCTCAACGACAAGCTCCGCCACTCCG
GCATCATCGACATCGAGTTCACCAGGTCAGTGAACCCCTCTCCACATTGCCGTTG
CAACCTCGCAACCGTACTGTACCAACGTATAGTAGTACTAGTAGTTTTGTTTCCCT
CCAAATCTCCCGTTGAAATTTGCTAGGAGTAGTACTGCCAGTAGCAGTGCGCGCG
GCGAACGCTAAAGTTGTGGATCCACCCAACTGCACACTTTACTACTACTTGCCCG
GACACTGCAGCATAGCACAGCACATGCATGTGCAGCGCAGATGCATGGCAACAA
CTTTATTTAGGCTTAGGATTAATATTATTATCGTTATTATTATTTTGTTGCTCCTTC
TGCCAGACTGCAACATCTCAACATGCTCGTTTTTGGCTACTAGCAGCAGTAGGCA
CGCCTCCTTTTGCAGCTTGCAGCGCCAGACGGTATGCGTGCCCTGCTGCCATACG
CCACCGTCCACCCCGTTCCGATCTCGTAGCAGCAAAACTTTATCAATCCATTGGCC
CCTTTCTGATAAAAGAATTAGTGTACTTAGCAAGCAGCATATGACAAGATTAACA
GCGAGTAATTTCCACTTAAATAAAAAAGACTGTTGATGATGATGATGATGTGCCA
GGGTGCCATGCGAGTTCCCGGGGCTCAAGATCGGGTTCCACGTGGAGGAGTTCTC




GAACCCGGTGTACTTCGCCGTGCTGGTGGAGTACGAGGACGGCGACGGCGACGT
GGTGCAGGTGGACCTGATGGAGTCCAAGTCGGCGTACGGCGGCGCCACCGGGGT
GTGGACGCCGATGCGGGAGTCGTGGGGCTCCATCTGGCGGCTGGACGCCAACCA
CCGCCTCCAGGCGCCCTTCTCCATCCGCATCCGCAACGAGTCCGGCAAGACGCTC
GTCGCCAAGAACGTCATCCCGGCCAACTGGAGGCCCAACACCTTCTACCGCTCCT
TCGTCCAGTACAGCTGAGCCGCCGCCGCACGCCGGCGATCGCCGCCGGLCCACCCT
GCTGCTGCTAGCAATACTACTACTGCTGTGATGATGACTAGTAGTCGTTCGTTGTA
ATTGGTCTTCCTGCGTTGTTGGTGTCGGTTTTGGTGTTGGGGGATTTGCAGAAACC
GGGCGAGCGGAAAGAAAAGCAGTGTGGGAAAATGGAGGAGGAAGGCGTACAAG
GCTACGCTCTCCCGCCCACTGTCGCTTTTATAATTTATCATTTTCAAATGGTGATC
GATATGATGATTAATCAAAAGTATATTGCTACTTAATGGGCTATTTCCTTCTCATT
TGCTTTCGGTTTAGAGCATCTCTCTGCTGGTAGGAAAAGCTTGCCGATGCTCAGA
GTAAAGTTCTACCAGTTTCGAACTTCAGAAAAGCATCACCGAAAATTTGAATCAC
CTACCCAAAGGTCCTCCATTTCGCGCGCTTCGCAGTGCAATATACTACCAAGTTCC
CGCGCGCGGTAAAAATACAAACCTGAATTAGTATACTAGTACCATTCCGTATCCG
TATGCTAAAGCAGTGAAGCTACGCCTTCACACTCTGCTTTTCTGTGGTTCCGTTCG
TTAGTTAGGTGGGGTTGAGATTGAGAAAATTTTTGGGAGAAGCGTCACGTTAAAT
GTTTGATCGGATGTCGGGAGGGGTTTTCGGACACGAATGAAAAAACGAATTTTAG
GGCTAGTCTAGAAACCGCGAGACGAATCTTTTGAGACTAATTAATCTGTCATTAA
CACATGTTGGTTACTGTAGCACTTATGGCTAATTATGG






