IDENTIFICATION

Species: Sorghum bicolor Rio
Locus: SbRi0.01G293500

Gene Model: SbRi0.01G293500.1.p
Description: SbrEXPB-08

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
KEGG:-

EXTERNAL RESOURCES
https://www.sorghumbase.org/post/sorghum-bicolor-rio



https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
https://www.sorghumbase.org/post/sorghum-bicolor-rio

GENE STRUCTURE
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DOMAIN ARCHITECTURE
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Query seq. binding site | )
Specific hits B ﬂ Pollen_allerg_1

Superfanilies [ DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits "
+ Name Accession Description Interval E-value
[+] DPBE_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 50-174 4.02e-67
[+ Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pll and PIil from Lolium perenne. 182-258 8.54e-26

>SbrEXPB-08

MAVAISIKVAALVISVFATHGARAQPSYNNASSSSARRELYYSSTTGGSWLPAKATW
YGRPNGAGPDNNGGGCGYSGTNLYPFNSMTSCGDRNVFRDGKGCGSCYQIKCVSSN
NPACSGVPQTHITDVNYDTSLGPNRFDLSGTAFGAMAKPGLNGKLRNAGALSIQYRR
VPCNYKGLNVRFHVMGGCNPFYFAVIVYYAGSDGAVVQVELKEANSRTWRPLYES
WGAVWRIDPGHPLRAPLSLRVRSDGGKTLVAYDVIPINWRGNADYRTIAQFR*

CDS (coding sequence)
>SbhrEXPB-08

ATGGCCGTCGCGATCTCCATCAAGGTGGCTGCACTCGTCATCTCCGTGTTCGCCAC
GCATGGCGCTCGCGCGCAGCCGAGCTACAACAACGCCTCCTCCTCCTCCGLCCGL
AGAGAGTTGTACTACTCCAGCACCACCGGCGGCAGCTGGCTCCCTGCCAAGGCCA
CCTGGTACGGCCGGCCCAACGGCGCCGGCCCTGACAACAACGGTGGCGGGTGTG
GGTACAGCGGCACCAACCTGTACCCTTTCAATTCCATGACGTCCTGTGGCGACAG
GAACGTGTTCAGGGACGGCAAGGGCTGCGGCTCATGCTACCAGATAAAATGCGT
GAGCAGCAACAACCCTGCCTGCTCCGGCGTGCCCCAGACGATTATCATCACCGAC
GTGAACTACGACACCAGCCTCGGCCCCAACCGTTTCGACCTCAGCGGCACGGCGT
TCGGCGCCATGGCTAAGCCTGGCCTCAACGGCAAGCTCCGCAATGCCGGLCGCCCT
CAGCATCCAGTACAGGAGGGTGCCCTGCAACTACAAGGGCTTGAACGTGAGGTT
CCACGTGATGGGAGGCTGCAACCCATTCTACTTCGCGGTGATCGTGTACTACGCG
GGCAGCGATGGCGCCGTGGTGCAGGTGGAGCTCAAGGAGGCCAACTCGCGGACA
TGGAGGCCGCTGTACGAGTCGTGGGGCGCCGTCTGGAGGATAGACCCGGGCCAC
CCGCTGAGGGCGCCCCTCTCGCTGCGCGTCCGCAGCGACGGCGGCAAGACTCTGG
TGGCCTACGACGTCATCCCGATCAACTGGAGGGGCAATGCCGATTACCGTACCAT
CGCTCAGTTCCGCTGA

Nucleotide
>ShrEXPB-08

ATGGCCGTCGCGATCTCCATCAAGGTGGCTGCACTCGTCATCTCCGTGTTCGCCAC
GCATGGCGCTCGCGCGCAGCCGAGCTACAACAACGCCTCCTCCTCCTCCGLCCGC



AGAGAGTTGTACTACTCCAGCACCACCGGCGGCAGCTGGCTCCCTGCCAAGGCCA
CCTGGTACGGCCGGCCCAACGGCGCCGGCCCTGACAACAACGGTGTGTGTGCGCC
TGGAATGCTGTCGTGTTTTCCTTGTGTTTTAATTTAATCTGTGTCTTTGCTTTCATG
CACGCCTGAATATGATGTCGATCGTGGTGCTGATCGATATGTTTCTTTTTGCAGGT
GGCGGGTGTGGGTACAGCGGCACCAACCTGTACCCTTTCAATTCCATGACGTCCT
GTGGCGACAGGAACGTGTTCAGGGACGGCAAGGGCTGCGGCTCATGCTACCAGG
TATACTACTACGTGAAACATGCATATAGCAGTCCTTGTTTGCTTGCGGTCGACTCG
AGCGTTGTGTGTGTGTGAGTGGCGAGTGCGCACGTCTCCCTGCCGATCGTGTTGC
GTTCAGCGTTCAGAGAGGCCGGTGAACCGCGACATGGACATGTCTTGATCCTGAT
CTGTTTGGTTGGTCTGCTGCTGCTTCTCAGATAAAATGCGTGAGCAGCAACAACC
CTGCCTGCTCCGGCGTGCCCCAGACGATTATCATCACCGACGTGAACTACGACAC
CAGCCTCGGCCCCAACCGTTTCGACCTCAGCGGCACGGCGTTCGGCGCCATGGCT
AAGCCTGGCCTCAACGGCAAGCTCCGCAATGCCGGCGCCCTCAGCATCCAGTACA
GGAGGTCAGTAACAGTTAGTGTAGCAGAATTTCTGACCTGACGCATCGATCGATC
GACCTGATGACCCACGCCGACGCCGCAGGGTGCCCTGCAACTACAAGGGCTTGA
ACGTGAGGTTCCACGTGATGGGAGGCTGCAACCCATTCTACTTCGCGGTGATCGT
GTACTACGCGGGCAGCGATGGCGCCGTGGTGCAGGTGGAGCTCAAGGAGGCCAA
CTCGCGGACATGGAGGCCGCTGTACGAGTCGTGGGGCGCCGTCTGGAGGATAGA
CCCGGGCCACCCGCTGAGGGCGCCCCTCTCGCTGCGCGTCCGCAGCGACGGLGGL
AAGACTCTGGTGGCCTACGACGTCATCCCGATCAACTGGAGGGGCAATGCCGATT
ACCGTACCATCGCTCAGTTCCGCTGAGGGGCACACACCGCGACAATGAACACTCC
CCTCGATCTTAACAGGGTTCAGTACATTTTTATCTTCAATCGCGTGGTTGAAATTT
TAACGTATGTATTGCATCATCTCATTTTTACGGTGTTTTTTGAGGTTTCAAAATCA
TTCCTACTTGCGATTTTGAGAATTCTAGATACTTGTTCTTGTGTGTCTTGAGATGC
ATAGTACGT





