
IDENTIFICATION 

Species: Panicum hallii 

Locus: Pahal.1G112800 

Gene Model: Pahal.1G112800.1.p 

Description: PhEXPA-01 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Phallii_v3_1  

KEGG: https://www.genome.jp/entry/T07366  

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Phallii_v3_1
https://www.genome.jp/entry/T07366


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PhEXPA-01 

MAPARVLTLVLLATAAAWVLAAADDAGPASTSSSSSPAPAGWLKAHATFYGGADA

SGTMGGACGYGNLYSQGYGTRTAALSTALFNDGASCGQCYKIACDRKRADPAFCKP

GVTVTVTATNFCPPNYALPGDNGGWCNPPRAHFDMAQPAWEKIGVYSGGIIPVMYR

RVPCVRRGGVRFTSNGHDYFNLVLIANVAAAGSIKSMDVKSSGSDNWMPMARNWG

AQWHSLAYLTGQSLSFRVTDTDGQTLEFTNVVPKGWKFGQTFASKIQFK* 

CDS (coding sequence) 

>PhEXPA-01 

ATGGCTCCAGCTCGAGTTCTCACACTCGTGTTGCTCGCCACAGCTGCTGCCTGGGT

TTTGGCCGCCGCTGATGACGCCGGCCCCGCCAGCACGTCGTCGTCGTCATCTCCG

GCGCCGGCGGGATGGCTGAAGGCGCACGCCACGTTCTACGGCGGCGCCGACGCC

TCCGGCACCATGGGCGGCGCGTGCGGGTACGGCAACCTGTACTCGCAGGGCTAC

GGCACGCGGACGGCGGCGCTGAGCACTGCCCTCTTCAACGACGGCGCGTCGTGC

GGCCAGTGCTACAAGATCGCCTGCGACCGCAAGAGGGCGGACCCGGCGTTCTGC

AAGCCCGGCGTGACGGTCACCGTCACGGCCACCAACTTCTGCCCGCCCAACTACG

CGCTGCCCGGCGACAACGGCGGCTGGTGCAACCCGCCGCGGGCGCACTTCGACA

TGGCCCAGCCGGCCTGGGAGAAGATCGGCGTCTACAGCGGCGGTATCATCCCCGT

CATGTACAGAAGGGTTCCTTGCGTGAGGCGAGGTGGGGTGCGGTTCACGAGCAA

CGGGCACGACTACTTCAACCTTGTGCTCATAGCCAATGTCGCAGCAGCTGGCTCC

ATCAAATCCATGGATGTCAAGAGCTCCGGTTCGGATAACTGGATGCCAATGGCGC

GCAACTGGGGTGCCCAATGGCACTCCCTTGCATACCTTACGGGGCAAAGTCTCTC

GTTTAGGGTCACCGACACCGATGGACAGACTCTTGAATTCACGAACGTGGTGCCA

AAAGGATGGAAGTTTGGCCAAACATTCGCAAGCAAGATACAGTTCAAGTGA 

Nucleotide 

>PhEXPA-01 

TTGAGGAACACCTCTTGCAGTTGCAGGCAGCTCCGATCCACCTTCTGAGTCTGAG

CTACAAACAGTAGCTTCTTCTCGTGCAGCTTTCAGAGGCACACGAAACTGCGAGC

GCGATCGGTATGGCTCCAGCTCGAGTTCTCACACTCGTGTTGCTCGCCACAGCTG

CTGCCTGGGTTTTGGCCGCCGCTGATGACGCCGGCCCCGCCAGCACGTCGTCGTC

GTCATCTCCGGCGCCGGCGGGATGGCTGAAGGCGCACGCCACGTTCTACGGCGGC



GCCGACGCCTCCGGCACCATGGGTAAGCTCCTCTGATCTACCCGCTCAAAAACCA

TGGGATAGCAGTGTATATGGCAGAATTAAACCGGATTGTCATAACGGTTTTCTGA

TGCTCATGTGTTACGGCAGGCGGCGCGTGCGGGTACGGCAACCTGTACTCGCAGG

GCTACGGCACGCGGACGGCGGCGCTGAGCACTGCCCTCTTCAACGACGGCGCGTC

GTGCGGCCAGTGCTACAAGATCGCCTGCGACCGCAAGAGGGCGGACCCGGCGTT

CTGCAAGCCCGGCGTGACGGTCACCGTCACGGCCACCAACTTCTGCCCGCCCAAC

TACGCGCTGCCCGGCGACAACGGCGGCTGGTGCAACCCGCCGCGGGCGCACTTC

GACATGGCCCAGCCGGCCTGGGAGAAGATCGGCGTCTACAGCGGCGGTATCATC

CCCGTCATGTACAGAAGGTGGGCTAGTCTCTTGATCTTCACTTGATCAACAATTTT

CCCCCAAGATCATCATCTGAATTGAAGGTTGAATTGTTGGTTGCAGGGTTCCTTGC

GTGAGGCGAGGTGGGGTGCGGTTCACGAGCAACGGGCACGACTACTTCAACCTT

GTGCTCATAGCCAATGTCGCAGCAGCTGGCTCCATCAAATCCATGGATGTCAAGA

GCTCCGGTTCGGATAACTGGATGCCAATGGCGCGCAACTGGGGTGCCCAATGGCA

CTCCCTTGCATACCTTACGGGGCAAAGTCTCTCGTTTAGGGTCACCGACACCGAT

GGACAGACTCTTGAATTCACGAACGTGGTGCCAAAAGGATGGAAGTTTGGCCAA

ACATTCGCAAGCAAGATACAGTTCAAGTGAGAGGGTCCATGTGGGATTTCCTGCG

GTCGATTTGTGGGAGTATGAACTACTAATTGAACATGGTCAAAATGCTTGGAGTT

GCTTCTACTGTATAAAATGTGCATTACTTGTATGTGGATACCTATTCAGCATCCAT

GGCTTGTATCTCTCATTCTTTATATATATATATATATATTCAGCGTTTAAAT 


