IDENTIFICATION
Species: Olea europaea
Locus: Oeu016537

Gene Model: Oeu016537.1
Description: OeuEXPA-16
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Oeuropaea vl 0
KEGG: https://www.genome.jp/entry/T05244

EXTERNAL RESOURCES
http://olivegenome.org/
https://genomaolivar.dipujaen.es/db/index.php



https://phytozome-next.jgi.doe.gov/info/Oeuropaea_v1_0
https://www.genome.jp/entry/T05244
http://olivegenome.org/
https://genomaolivar.dipujaen.es/db/index.php
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Legend:

Exon — Intron

DOMAIN ARCHITECTURE

Query seq.
Superfanilies

PLNOO193
List of domain hits o

+ Name Accession Description Interval E-value
[+] PLN00193 super family cl334 expansin-A: Provisional 5-252 9.18e-122
SEQUENCES

Peptide

>0euEXPA-16

MAIWEFTSIFVVVLLLTCVEARIPGVYTGGGWETAHATFYGGSDASGTMGGACGYG
NLYSQGYGVNTAALSTALFNNGFSCGACFEIKCGDDPQWCHRGSPSIFVTATNFCPPN
YALPNDNGGWCNPPRSHFDLAMPMFLKIAEYRAGIVPVSYRRVPCNKHGGMRFTIN
GFRYFNLVLISNVAGAGDIVKVWVKGSRTGWMSMSRNWGQNWQSNVVLVGQSLSF
RVKGSDHRTSTSWNIVPSHWQFGQTFAGKNFRV*

CDS (coding sequence)
>0euEXPA-16

ATGGCCATTTGGGAATTCACTTCCATTTTTGTAGTTGTCCTACTATTGACTTGTGTT
GAAGCCAGAATTCCCGGTGTCTATACTGGTGGAGGATGGGAAACTGCCCATGCCA
CATTCTACGGTGGAAGCGACGCCTCAGGAACCATGGGTGGTGCTTGTGGGTATGG
GAACTTGTATAGTCAAGGCTATGGAGTGAACACTGCAGCTCTGAGCACAGCCCTT
TTCAACAATGGATTCAGCTGTGGAGCCTGTTTTGAGATCAAATGTGGAGATGATC
CACAGTGGTGCCACCGAGGCAGCCCCTCCATTTTCGTTACTGCTACCAATTTCTGC
CCACCAAACTATGCTTTGCCTAATGACAATGGAGGGTGGTGCAACCCTCCACGCT
CTCACTTTGACCTTGCCATGCCCATGTTCCTCAAGATCGCCGAGTATCGGGCTGGC
ATCGTCCCCGTCTCCTACCGCCGAGTGCCTTGCAACAAGCATGGAGGGATGAGAT
TCACAATCAATGGTTTTCGTTACTTCAACTTAGTTTTGATCTCCAACGTTGCGGGT
GCGGGGGACATAGTGAAGGTGTGGGTCAAGGGCTCGAGAACTGGTTGGATGTCA
ATGAGCCGCAATTGGGGACAAAATTGGCAATCAAATGTCGTTTTGGTTGGTCAAT
CACTTTCTTTCAGAGTTAAAGGTAGTGATCATCGTACTTCCACCTCATGGAACATC
GTACCTTCTCATTGGCAATTTGGTCAAACCTTCGCTGGAAAAAACTTCCGAGTTTA
A

Nucleotide
>0QeuEXPA-16

ATGGCCATTTGGGAATTCACTTCCATTTTTGTAGTTGTCCTACTATTGACTTGTGTT
GAAGCCAGAATTCCCGGTGTCTATACTGGTGGAGGATGGGAAACTGCCCATGCCA
CATTCTACGGTGGAAGCGACGCCTCAGGAACCATGGGTACGCACTTTTTCCGTGC
CCGTACTAGATTTGTTCTATGTTAACCGATAGTACCATATCATAATGACCATTTGT
ATATTATATTGAGTCTTAATGGTCAATATGATAGTCGATATGTCTTTATAACTAGA



CACTTCGCTTTTCAACTCTCCAAAATCTACTCGAGATGGGGTCGTGTCAATTTATG
ACTAAAGTTGCATAAATAAAAGCTCGAATCAATATAATCGAGGATTAATACACTA
TATGCTTTCCCTCTCTCTCCTTTGTGGTTGCAGGTGGTGCTTGTGGGTATGGGAAC
TTGTATAGTCAAGGCTATGGAGTGAACACTGCAGCTCTGAGCACAGCCCTTTTCA
ACAATGGATTCAGCTGTGGAGCCTGTTTTGAGATCAAATGTGGAGATGATCCACA
GTGGTGCCACCGAGGCAGCCCCTCCATTTTCGTTACTGCTACCAATTTCTGCCCAC
CAAACTATGCTTTGCCTAATGACAATGGAGGGTGGTGCAACCCTCCACGCTCTCA
CTTTGACCTTGCCATGCCCATGTTCCTCAAGATCGCCGAGTATCGGGCTGGCATCG
TCCCCGTCTCCTACCGCCGGTCAGCCCCTTCTCTCTCATATGCACTTCTTAAAGAC
ACCCAAAAAATTAAGGTTACTTTACTCAGTCAAGATTCGATGGGCTATAAAAAAT
TCATCGATTAATCTGTTTGCACAGGGATTCTTAGGGGTGCTGCACTTTTAGTAATT
GAATGGTTGGATTATTATTACTACTACTACCATTATTATTATTATTTTGGTATTTTG
CCAACTCCCAGTGAAAAACTACCAAGTGTAACCTATAAAATTCCCGGCAAATCTC
CCCAGTACACGTAGCATTATTCATAATTCATTGTGGTTAAGAATAACATTGTCATT
AAGTAAATGCTAGGAATCTCTTTTCTCAACATACCTATGACAAAAGTAAGAGAAC
GAGGTGTTTTGAACACGAATTTTGTTGTTTGTGCAGAGTGCCTTGCAACAAGCAT
GGAGGGATGAGATTCACAATCAATGGTTTTCGTTACTTCAACTTAGTTTTGATCTC
CAACGTTGCGGGTGCGGGGGACATAGTGAAGGTGTGGGTCAAGGGCTCGAGAAC
TGGTTGGATGTCAATGAGCCGCAATTGGGGACAAAATTGGCAATCAAATGTCGTT
TTGGTTGGTCAATCACTTTCTTTCAGAGTTAAAGGTAGTGATCATCGTACTTCCAC
CTCATGGAACATCGTACCTTCTCATTGGCAATTTGGTCAAACCTTCGCTGGAAAA
AACTTCCGAGTTTAA





