IDENTIFICATION

Species: Kalanchoe fedtschenkoi
Locus: Kaladp0808s0062

Gene Model: Kaladp0808s0062.1.p
Description: KIEXLB-02

Family: Expansin Like Beta

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Kfedtschenkoi vl 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Kfedtschenkoi_v1_1
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+ Name Accession Description Interval E-value
[+] PLN03023 super family 33621 Expansin-like B1; Provisional 18-255 7 50e-120

SEQUENCES
Peptide
>KfEXLB-02

MSYYSCKLYCFQISLAYVLILSEVLNMVTAQDGFASSRATYTGSPDCYTNPTEACGY
GDYGRTVNGGIVTGVSRLYRNGSGCGACYQVRCRLPDLCHEYGTSVVVTDYGEGD
RTDFILSEEAFKNLANPNMAYKLMSYGVIDVEYKRISCGYPNSNIMIKIHENSYYPDY
LALIILYNAGMYDITGVEIWHEDYKYWVCMRRAY GAVWDLANPQRSNLMLRVQVN
GANGIKYIQPKTVIPSDWKPGAAYDSEVQLN*

CDS (coding sequence)
>KfEXLB-02

ATGAGTTATTACTCATGTAAGCTTTACTGTTTTCAAATATCTCTTGCCTATGTTCTA
ATCTTGTCAGAAGTCCTGAACATGGTAACCGCCCAAGATGGCTTTGCCAGCTCTC
GAGCAACATATACCGGAAGCCCTGATTGTTACACCAATCCAACGGAGGCTTGTGG
ATACGGAGACTACGGAAGAACTGTCAATGGAGGTATTGTGACAGGAGTTTCAAG
GTTGTACAGGAATGGATCAGGCTGCGGCGCTTGCTATCAGGTAAGGTGCCGCTTA
CCAGATTTGTGCCATGAATATGGTACGAGCGTAGTAGTGACGGACTATGGAGAA
GGAGACAGAACAGACTTCATACTGAGCGAAGAGGCATTCAAAAACTTGGCAAAT
CCGAACATGGCATACAAGTTGATGAGCTATGGTGTCATAGACGTGGAATACAAA
AGAATCTCATGTGGCTACCCCAATTCTAACATTATGATCAAGATTCATGAGAACA
GCTACTACCCTGATTATCTGGCTCTCATAATTCTGTACAACGCCGGAATGTATGAC
ATTACTGGTGTAGAGATATGGCATGAAGATTACAAGTACTGGGTGTGTATGAGGA
GGGCTTATGGTGCGGTGTGGGATTTAGCCAACCCGCAAAGGAGTAACCTCATGTT
GCGGGTCCAAGTCAACGGAGCAAATGGGATAAAATACATACAACCTAAGACAGT
AATCCCAAGTGATTGGAAGCCAGGGGCAGCCTATGACTCGGAGGTTCAGCTAAA
CTAA

Nucleotide
>SKfEXLB-02

CAGACTTTTATTAAAACACTATATGGGATTTAACATTTAAGATGACATATGGGGT
CTATCGCAGTGGCAATTGGAATAAAATTTCATGAGCCCCAGCTAATCTTGGTAGT
GGATGGGTACCTTATTAAAGGCTATAAATTCGAGTTCCAAATGTCAAATTTAACT
ATCTCAGAAAAAAGTTTCATACTCTGAACTCTTAGACATGAGTTATTACTCATGTA
AGCTTTACTGTTTTCAAATATCTCTTGCCTATGTTCTAATCTTGTCAGAAGTCCTG



AACATGGTAACCGCCCAAGATGGCTTTGCCAGCTCTCGAGCAACATATACCGGAA
GCCCTGATTGTTACACCAATCCAAGTATGTGTCCATCTTTAATCTCATGACCTACA
CAACAGTTTATGCAGAGTGCCATTTTAAAACATAGTGCCCACTTTGACCAGTATA
AATGATCCCTAGGCTAACACGCCCAAGTCATAAATCTGATTCTCTGCAGGATTTT
CCAAAAGCAAACAATAAAACCGATGTAATGAAGATGAAATGCATTTTCCAAATT
CAAACTATTTTGTACAAGTTATGAGACTACAGTCCAATGATTGCAGCGGAGGCTT
GTGGATACGGAGACTACGGAAGAACTGTCAATGGAGGTATTGTGACAGGAGTTT
CAAGGTTGTACAGGAATGGATCAGGCTGCGGCGCTTGCTATCAGGTTAGCTCCAT
TACAATTACATGAACCTGCAAAAAAAAGTAACTCCCTCCAAAGTTTGATATAGCA
TGCTAAGAGTACTCACTCGGTGACTTCATTAGGTAAGGTGCCGCTTACCAGATTT
GTGCCATGAATATGGTACGAGCGTAGTAGTGACGGACTATGGAGAAGGAGACAG
AACAGACTTCATACTGAGCGAAGAGGCATTCAAAAACTTGGCAAATCCGAACAT
GGCATACAAGTTGATGAGCTATGGTGTCATAGACGTGGAATACAAAAGAATCTC
ATGTGGCTACCCCAATTCTAACATTATGATCAAGATTCATGAGAACAGCTACTAC
CCTGATTATCTGGCTCTCATAATTCTGTACAACGCCGGAATGTATGACATTACTGG
TGTAGAGATATGGCATGAAGATTACAAGTACTGGGTGTGTATGAGGAGGGCTTAT
GGTGCGGTGTGGGATTTAGCCAACCCGCAAAGGAGTAACCTCATGTTGCGGGTCC
AAGTCAACGGAGCAAATGGGATAAAATACATACAACCTAAGACAGTAATCCCAA
GTGATTGGAAGCCAGGGGCAGCCTATGACTCGGAGGTTCAGCTAAACTAATGTCA
CCCAAGAGCAAAATAGTCGATAAGGATGCTTGATCAGAATAAGCATACTCATCTC
AAGTTATGATTACTCAGATAGATAACTATATATATGTATATCTATTAAGCTTTAAC
AAGAATTCATCGAAAAATTATGGTGTTGGGAGCAAACTGTTACTGGGAAATTAAA
TAAAATATTAACCTGTTACCAATACTATACAGTAAGCTGAATGAATTATAAATTG
GAAAACCCCATCAGTCATCACTGACTATTTGCAGGACCCCAAAACTCAAGAGAA
AGTGAAACCAACAACAATGATTATCTTCAAGGCTCAAATTGTTAAAATTTGACAA
AAAGTATAAAGGTGGTACAAGGGGGACAAGTTTTAATGGTCAGATGTGTGATTTA
AATAAATGTAAAAAGAGTTTCTTCTAAAAAAGTATTTTTTTTAAAAAAAAATCCA
AGAAGATGATAAAATAAAGCCAATGAATCAACACTAAAAACATTTTGGGAGGCT
CAGACACGCACAAATTACAAGTCATCACAAGGCAAACACATGAATTGCCTGCCG
ACGGTCAAATTCAATTTGATCAGCATCGAGAAACGATTTTTGTCATCACAGCCTC
AGCTTCAAATTTGTATTCGAAATTCAAATATGCGAAACTTATAGCTATTGGAAAT
CAATGGTGTTTCAACACTGAAGAGACAAGCAACAAAAATGGAGAGAAAAAGGA
GGAATCTGTGCAATACATAGAATGAGTTGAGATGAGACTCGATTGGACGACGGA
TGTCGA





