
IDENTIFICATION 

Species: Oryza brachyantha 

Locus: XP_006665160 

Gene Model: XP_006665160.1 

Description: ObEXPB-17 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

NCBI: https://www.ncbi.nlm.nih.gov/genome/10862?genome_assembly_id=1593936  

KEGG: https://www.genome.jp/entry/T02995  

EXTERNAL RESOURCES 

https://rice-genome-hub.southgreen.fr/organism/1941498  

https://www.ncbi.nlm.nih.gov/genome/10862?genome_assembly_id=1593936
https://www.genome.jp/entry/T02995
https://rice-genome-hub.southgreen.fr/organism/1941498


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>ObEXPB-17 

MASSSLLLACVVAAAMVSAVSCHPPKVPPGPNITATYGDKWLEARGTWYGKATGA

GPDDNGGACGYKDVDKAPYLGMNSCGNDPIFKDGRGCGSCYEVKCSKPEACSDKP

VIVHITDMNTEPIAAYHFDLSGHAFGAMAKEGKEEELRKAGIIDMQFRRVRCKYPAD

TKITFHVEKGSNPNYFALLVKYVAGDGDVVGVDLKEKGSEEYKPLKESWGAIWRLD

TPKPIKGPFTIRVTTESGEKLVAEDVIPDDWKANSVYKSNLQAK 

CDS (coding sequence) 

>ObEXPB-17 

TCATCGATCTCACCAATATACAACAATGGCCTCTTCCTCCCTCCTGCTCGCTTGTG

TCGTCGCGGCGGCAATGGTCTCCGCCGTGTCGTGCCACCCGCCCAAGGTGCCACC

TGGCCCAAACATCACGGCGACCTACGGTGACAAGTGGCTAGAAGCCAGGGGCAC

CTGGTACGGCAAGGCCACGGGTGCCGGCCCCGACGACAATGGCGGCGCCTGCGG

CTACAAGGACGTTGACAAGGCGCCCTACCTCGGCATGAACTCCTGCGGCAACGAC

CCCATCTTCAAGGACGGGAGGGGCTGTGGATCCTGCTACGAGGTCAAGTGCTCCA

AGCCAGAGGCTTGCTCCGACAAGCCTGTCATCGTCCACATCACCGACATGAACAC

CGAGCCCATCGCCGCCTACCATTTCGACCTCTCCGGCCATGCATTTGGTGCCATGG

CTAAGGAAGGCAAAGAGGAGGAGCTCCGCAAGGCCGGCATCATCGATATGCAGT

TCCGCCGCGTCCGGTGCAAGTACCCCGCCGACACAAAGATCACCTTCCATGTCGA

GAAGGGCTCCAACCCCAACTACTTCGCGCTGCTCGTCAAGTACGTCGCCGGTGAT

GGTGACGTCGTGGGGGTGGACCTGAAGGAGAAGGGCTCTGAGGAGTATAAGCCG

CTAAAGGAGTCGTGGGGTGCTATCTGGAGGCTAGACACCCCAAAGCCGATAAAG

GGCCCCTTCACCATCCGCGTGACCACCGAGTCTGGGGAAAAGCTCGTCGCCGAGG

ATGTCATCCCCGACGACTGGAAGGCCAACTCCGTCTACAAGTCTAACCTCCAGGC

CAAGTAATTAAGCATGTCGGCATGCATATATGGATCGAGAGTCAAATTAACACGT

GCACCATCGATCATCTGAGCCGAGCCAACATCTGGAGAAACGCTAATTACATTTT

TGTATCCAATAATCAATCAATAATTTGCTGA 

Nucleotide 

>ObEXPB-17 



TTTTTTTTGTTCAAAATAAATTGGAAAACTGAAAATAGGTAACAGATTTGAAACC

TCTGAATGTCATATAACAAATTTTATTCTAGGGCCAGAGGGCACGAAAAAGCATG

TAGAAAGCCTAGACAACAATTCTATTTTAGATTGAGGCCAGCCCAACACCTGTAT

GAGGAAGAATTAAAATAGAAGAGGAGTGTTTCCAAAAGTGGCAGCTAGCCTGAC

AAAACTGGCGCTCCCTCACTCACCATGCATTGTTCCATTCCATGCATCCCCGATCG

CCGCCCTTTCAACCACACGCGACCAAACCGGCACTCCGTCCATCCTCCTCTCGCC

ACCGTCCATAAATACCACCCACCATGGCCTCGACCTCACTCATCGATCTCACCAA

TATACAACAATGGCCTCTTCCTCCCTCCTGCTCGCTTGTGTCGTCGCGGCGGCAAT

GGTCTCCGCCGTGTCGTGCCACCCGCCCAAGGTGCCACCTGGCCCAAACATCACG

GCGACCTACGGTGACAAGTGGCTAGAAGCCAGGGGCACCTGGTACGGCAAGGCC

ACGGGTGCCGGCCCCGACGACAATGGCGGCGCCTGCGGCTACAAGGACGTTGAC

AAGGCGCCCTACCTCGGCATGAACTCCTGCGGCAACGACCCCATCTTCAAGGACG

GGAGGGGCTGTGGATCCTGCTACGAGGTCAAGTGCTCCAAGCCAGAGGCTTGCTC

CGACAAGCCTGTCATCGTCCACATCACCGACATGAACACCGAGCCCATCGCCGCC

TACCATTTCGACCTCTCCGGCCATGCATTTGGTGCCATGGCTAAGGAAGGCAAAG

AGGAGGAGCTCCGCAAGGCCGGCATCATCGATATGCAGTTCCGCCGCGTCCGGTG

CAAGTACCCCGCCGACACAAAGATCACCTTCCATGTCGAGAAGGGCTCCAACCCC

AACTACTTCGCGCTGCTCGTCAAGTACGTCGCCGGTGATGGTGACGTCGTGGGGG

TGGACCTGAAGGAGAAGGGCTCTGAGGAGTATAAGCCGCTAAAGGAGTCGTGGG

GTGCTATCTGGAGGCTAGACACCCCAAAGCCGATAAAGGGCCCCTTCACCATCCG

CGTGACCACCGAGTCTGGGGAAAAGCTCGTCGCCGAGGATGTCATCCCCGACGA

CTGGAAGGCCAACTCCGTCTACAAGTCTAACCTCCAGGCCAAGTAATTAAGCATG

TCGGCATGCATATATGGATCGAGAGTCAAATTAACACGTGCACCATCGATCATCT

GAGCCGAGCCAACATCTGGAGAAACGCTAATTACATTTTTGTATCCAATAATCAA

TCAATAATTTGCTGA 




