
IDENTIFICATION 

Species: Kalanchoe laxiflora 

Locus: Kalax.0610s0018 

Gene Model: Kalax.0610s0018.1.p 

Description: KlEXPA-49 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>KlEXPA-49 

MVATISAITNCAGASAARWSDGHATYYGANLSPATLGGACGYDDTVHAGFGVNTA

AVSGVLFRGGQACGACYQVMCDMRTDPKWCVRGGAVTVTATNYCPPNNMGGWC

DAPRRHLDMSAPAFFKVAKPGNEGIIPILYRRIGCERRGGVRFTLKGQSSFSMVMISN

VGGSGDVRAAWIKVSMRTGWVPMHRNWGANWQTSIELRRRNLSFKVALADGKMM

EFRNVVPSTWSFGQTYSSSAQFS* 

CDS (coding sequence) 

>KlEXPA-49 

ATGGTGGCGACCATTTCGGCTATCACCAACTGTGCTGGTGCGAGCGCCGCTCGCT

GGTCTGATGGCCATGCAACCTATTACGGGGCCAATCTCAGCCCTGCAACTCTTGG

TGGTGCCTGTGGGTACGATGACACGGTGCACGCCGGATTCGGAGTGAACACGGC

AGCCGTGAGCGGCGTCCTTTTCAGGGGCGGGCAAGCTTGCGGAGCTTGCTACCAG

GTGATGTGTGACATGAGGACAGACCCCAAATGGTGCGTCAGAGGAGGAGCTGTG

ACAGTCACCGCCACGAACTACTGCCCTCCCAACAACATGGGCGGCTGGTGCGATG

CTCCCCGACGCCATCTCGACATGTCCGCTCCTGCATTCTTCAAAGTCGCCAAACCA

GGAAACGAAGGCATCATACCCATCCTCTATAGAAGGATTGGGTGTGAGAGGCGT

GGAGGGGTTCGGTTCACGTTGAAGGGCCAGTCCAGCTTCAGCATGGTGATGATCT

CAAATGTGGGAGGGAGTGGCGATGTGAGGGCGGCATGGATCAAGGTGTCGATGA

GGACTGGCTGGGTTCCCATGCATAGAAATTGGGGCGCCAACTGGCAAACCAGCA

TCGAGTTGCGCAGACGAAACTTGTCTTTTAAGGTGGCTTTGGCGGACGGGAAGAT

GATGGAGTTCCGCAATGTTGTTCCCTCAACATGGTCCTTCGGCCAGACCTATTCTT

CTTCAGCTCAGTTCTCTTAA 

Nucleotide 

>KlEXPA-49 

ATGGTGGCGACCATTTCGGCTATCACCAACTGTGCTGGTGCGAGCGCCGCTCGCT

GGTCTGATGGCCATGCAACCTATTACGGGGCCAATCTCAGCCCTGCAACTCTTGG

TACTCGCACACCTCATGCCAGACAGCAATGTCGTAAAAGGCCGCGTGTGGTCGAT

CGCTAGATTGATAATAAATACTTGCACTACTGTTACTGTGATGATTAATTGTTGGA

ATAAAGTGGATTTTATTAAATTTATATGCGTAGGTGGTGCCTGTGGGTACGATGA

CACGGTGCACGCCGGATTCGGAGTGAACACGGCAGCCGTGAGCGGCGTCCTTTTC



AGGGGCGGGCAAGCTTGCGGAGCTTGCTACCAGGTGATGTGTGACATGAGGACA

GACCCCAAATGGTGCGTCAGAGGAGGAGCTGTGACAGTCACCGCCACGAACTAC

TGCCCTCCCAACAACATGGGCGGCTGGTGCGATGCTCCCCGACGCCATCTCGACA

TGTCCGCTCCTGCATTCTTCAAAGTCGCCAAACCAGGAAACGAAGGCATCATACC

CATCCTCTATAGAAGGTATATTTCAATAATATTATAAAATTTTAACTGGTTACTAT

CAACATAGAGAAGTGTGGGGCCCTAACCAAGTCAATGTTTATGTGTAGGATTGGG

TGTGAGAGGCGTGGAGGGGTTCGGTTCACGTTGAAGGGCCAGTCCAGCTTCAGCA

TGGTGATGATCTCAAATGTGGGAGGGAGTGGCGATGTGAGGGCGGCATGGATCA

AGGTGTCGATGAGGACTGGCTGGGTTCCCATGCATAGAAATTGGGGCGCCAACTG

GCAAACCAGCATCGAGTTGCGCAGACGAAACTTGTCTTTTAAGGTGGCTTTGGCG

GACGGGAAGATGATGGAGTTCCGCAATGTTGTTCCCTCAACATGGTCCTTCGGCC

AGACCTATTCTTCTTCAGCTCAGTTCTCTTAA 




