
IDENTIFICATION 

Species: Oryza sativa Kitaake 

Locus: OsKitaake02g118300 

Gene Model: OsKitaake02g118300.1.p 

Description: OskEXPA-06 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/OsativaKitaake_v3_1  

KEGG:- 

EXTERNAL RESOURCES 

https://rice-genome-hub.southgreen.fr/bio_data/185326 

https://phytozome-next.jgi.doe.gov/info/OsativaKitaake_v3_1
https://rice-genome-hub.southgreen.fr/bio_data/185326


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>OskEXPA-06 

MADMAPARALALVLLAVAVGSALMAAAQDAPSPPTPMAPSPSTDETPPVWLKAHA

TFYGGADASGTMGGACGYVDLYSQGYGTRNAALSTALFNDGASCGQCYKIACDRK

RAPQWCKPGVTVTVTATNFCPPNWNLPSDNGGWCNPPRPHFDMAQPAWEKIGIYRA

GIIPVMYQRVPCVKKGGVRFTINGHDYFNLVLVTNVATTGSIKSMDIMGSNSTDWMP

MVRNWGANWHSLSYLTGQMLSFRVTNMDGQTLVFRNIVPSGWKFGQTFASKLQFK

* 

CDS (coding sequence) 

>OskEXPA-06 

ATGGCGGATATGGCTCCAGCTCGAGCACTCGCCTTGGTGTTGCTCGCAGTTGCAG

TCGGCAGCGCGTTGATGGCCGCGGCCCAGGATGCGCCGTCGCCACCGACACCGAT

GGCTCCGTCTCCGTCTACCGATGAAACTCCGCCCGTGTGGCTGAAGGCGCACGCG

ACGTTCTACGGCGGGGCGGACGCGTCGGGCACCATGGGCGGGGCGTGCGGCTAC

GTCGACCTGTACTCGCAGGGGTACGGGACGCGGAACGCGGCGCTGAGCACGGCG

CTGTTCAACGACGGCGCGTCGTGCGGGCAGTGCTACAAGATCGCCTGCGACCGCA

AGAGGGCGCCGCAGTGGTGCAAGCCCGGCGTCACGGTCACCGTCACCGCCACCA

ACTTCTGCCCGCCCAACTGGAACCTCCCCAGCGACAACGGCGGCTGGTGCAACCC

GCCGCGGCCGCACTTCGACATGGCGCAGCCTGCTTGGGAGAAGATTGGCATCTAC

CGTGCTGGCATCATCCCGGTCATGTACCAAAGGGTTCCGTGTGTGAAGAAGGGTG

GGGTGCGGTTTACCATCAATGGGCATGACTACTTTAATCTTGTGCTCGTGACAAA

TGTTGCAACCACTGGTTCGATCAAGTCGATGGACATCATGGGCTCCAACTCAACC

GACTGGATGCCAATGGTGAGGAACTGGGGTGCAAACTGGCACTCGCTGTCGTATC

TCACCGGGCAGATGCTCTCCTTCAGGGTGACGAACATGGATGGCCAGACACTAGT

CTTTAGGAACATTGTGCCCTCTGGATGGAAGTTCGGGCAAACATTTGCAAGCAAA

CTGCAGTTCAAGTAA 

Nucleotide 

>OskEXPA-06 

TAATCATTAGAACCAAAAGTGACATATATAGCTAAATCACACAACCATCTTGCAG

CTGCAGCTTTCAGAGCTACAATCTTTCAGCGCCTATTGATAACGTCCATGGCGGA

TATGGCTCCAGCTCGAGCACTCGCCTTGGTGTTGCTCGCAGTTGCAGTCGGCAGC



GCGTTGATGGCCGCGGCCCAGGATGCGCCGTCGCCACCGACACCGATGGCTCCGT

CTCCGTCTACCGATGAAACTCCGCCCGTGTGGCTGAAGGCGCACGCGACGTTCTA

CGGCGGGGCGGACGCGTCGGGCACCATGGGCGGGGCGTGCGGCTACGTCGACCT

GTACTCGCAGGGGTACGGGACGCGGAACGCGGCGCTGAGCACGGCGCTGTTCAA

CGACGGCGCGTCGTGCGGGCAGTGCTACAAGATCGCCTGCGACCGCAAGAGGGC

GCCGCAGTGGTGCAAGCCCGGCGTCACGGTCACCGTCACCGCCACCAACTTCTGC

CCGCCCAACTGGAACCTCCCCAGCGACAACGGCGGCTGGTGCAACCCGCCGCGG

CCGCACTTCGACATGGCGCAGCCTGCTTGGGAGAAGATTGGCATCTACCGTGCTG

GCATCATCCCGGTCATGTACCAAAGGTATATAATTTAAACTGAGAAAAAAAAAC

ATATTGTTTTTGACATATAGCACCTATGGCATATTTTAAGTTGTAACATATTTGGT

GATATTTTCAGGGTTCCGTGTGTGAAGAAGGGTGGGGTGCGGTTTACCATCAATG

GGCATGACTACTTTAATCTTGTGCTCGTGACAAATGTTGCAACCACTGGTTCGATC

AAGTCGATGGACATCATGGGCTCCAACTCAACCGACTGGATGCCAATGGTGAGG

AACTGGGGTGCAAACTGGCACTCGCTGTCGTATCTCACCGGGCAGATGCTCTCCT

TCAGGGTGACGAACATGGATGGCCAGACACTAGTCTTTAGGAACATTGTGCCCTC

TGGATGGAAGTTCGGGCAAACATTTGCAAGCAAACTGCAGTTCAAGTAATTTAAT

TCCCGGAAAGATTTGGGTTTCTACGGCCTGCGACTGATTGGTGATGAACATTTGC

ATTGTGTGCAAATGTAAAGATACATTAATTGTAAAGATTGTTGAATTGTGTGCTTT

GGTGCTTGGTTCACTGTTGCACATCTGATTTTTATTGTTTATATTT 




