IDENTIFICATION
Species: Ananas comosus
Locus: Aco012544

Gene Model: Aco012544.1
Description: AncEXPA-11
Family: Alpha Expansin

3D structure:

GENOME DATABASES

Phytozome: https://phytozome-next.jgi.doe.gov/info/Acomosus_v3



https://phytozome-next.jgi.doe.gov/info/Acomosus_v3

EXTERNAL RESOURCES

http://pineapple.angiosperms.orag/pineapple/html/index.html#:~:text=The%20PGD%20(Pinea
pple%20Genomics%20database,genomics%20and%20CAM%20pathway%20genes..

GENE STRUCTURE

ANcEXPA-11
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DOMAIN ARCHITECTURE
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List of domain hits d
Name Accession Description Interval E-value
[+ PLNO0050 super family cl31535 expansin A. Provisional 1-207  4.50e-117
SEQUENCES

Peptide

>AncEXPA-11

MGGGYGNLYSQGYGTNTAALSTALFNDGLSCGSCYEMRCDDDPQWCLPGSIIVTAT
NFCPPNYGLPSDDGGWCNPPRPHFDMAEPAFLQIAQYRAGIVPVAYRRVPCVKKGG
VRFTVNGHSYFNLVLITNVAGAGDVHAVSIKGSNTGWQPMSRNWGQNWQSNSYLD
GQSLSFQVTASDGRTITSYNVAPANWQFGQTFEGGQF*

CDS (coding sequence)
>AncEXPA-11

ATGGGAGGGGCTTGCGGGTGGAATTGTAGCCAGGGGTGGGGACGCAGCCCTGAG
CCGCGCTGTTCAATGGGCCTTAGCTGCGGGTCGTGCTGAGATGCGGTGCGGATGC
CGCAGTGGTGCCTGCCTGGCTCGATCATAGTGCGCTGATTCTGCCCCCCGAATTG
GCCTCCCGAGTGGGGCGGGTGGTGCACCTCCCCGCCCGCTTCGATGGCCGAGCCG
GCATTCCTCCAAATTGCTCAGTCGTGCGGGAATCGTACCCGTGGCCTAGAAGGGT
GCCCTGCGTAAAGAAAGGCGGTGTCCGATTCCGTCAGGTCTCGTTTCACTGGTGC
TGATCGAGTGGCGGGCGCGGGCGGTGCGCTGTGTCGATCAAGGGGTCGAGGGGT
GGCAGCCGATGTCCCGCATGGGGCCAGATGGCAGAGCATCGTACCTCGGGCCAG
TCCCTCTCCTTCCAGGTCCGCCAGCGGGCCGCCATCCAGCTAGTCGCCCCGGCCA
TGGCAATTCGGCCAGCTTCGAGGGCGGCCAATTTTAA

Nucleotide
>AncEXPA-11

CCCCCCCCCCCCCCGCCCCCCCTCTTTATAGCTCTTTCTCTCTGTTAGTTATCCTCA
TGGAGTCATGGTTCCTTCTATGGCTTTTCTTGTTTCTTCTTCCCTTCATTTCTCTTCC
TCTTGAGGTAGCTTTGGGATCTTTGCGATTTAGGCAGGGCGCGCCGCGATTTTTGG
CGCCAGGTGTGAGTCCGGCCGATGGGTAATTTCTTTAAATTTTCGCAGAAATATA

ATTGCATCTTAGTTCTGATTCCTCAGTGAGAATTCCCCGTGCATCTGAAGGAATTT
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GTATTTATTTTTTCTTTTTTTTTTTTTTTGAAAAGTGTGTTGATTTTATTTGTCGCAT
CATGCAGGAGGGGCTTGCGGGTGGAATTGTAGCCAGGGGTGGGGACGCAGCCCT
GAGCCGCGCTGTTCAATGGGCCTTAGCTGCGGGTCGTGCTGAGATGCGGTGCGAC
GATGCCGCAGTGGTGCCTGCCTGGCTCGATCATAGTGCGCTGATTCTGCCCCCCG
AATTGGCCTCCCGAGTGGGGCGGGTGGTGCACCTCCCCGCCCGCTTCGATGGCCG
AGCCGGCATTCCTCCAAATTGCTCAGTCGTGCGGGAATCGTCCGTGGCCTAGAAG
GTGAGATTTTATCATATGTTGTTATTTAGCTAGCCCATGGCTCGACCAATCTAAAT
TAGCTCGGTTTGGATTAATAGCTTCATGTCAAATATTAATATCTTTTGTCATAAAT
TTGTAGTTAAGTGGGCAAGTCCTAGTCTAGGTTTGGGTCCTTCTGGCCCGGTCAAT
GGGGATGTGGTGATCTTCTTGGGCCCAGATATCTGTCAAAATCCTCTTTTTATATT
TTGTAATTCTGGGTGCAGGGTGCCCTGCGTAAAGAAAGGCGGTGTCCGATTCCGT
CAGGTCTCGTTTCACTGGTGCTGATCGAGTGGCGGGCGCGGGCGGTGCGCTGTGT
CGATCAAGGGGTCGAGGGGTGGCAGCCGATGTCCCGCATGGGGCCAGATGGCAG
AGCATCGTCTCGGGCCAGTCCCTCTCCTTCCAGGTCCGCCAGCGGGCCGCCATCC
AGCTAGTCGCCCCGGCCATGGCAATTCGGCCAGCTTCGAGGGCGGCCAATTTTAA
ATAAAAAATTAATTATATTTATTTTTGGCTAGCTAGTTTGCAATATATATATATAT
GTGTATTTTCTTTTTCCTCATTTTAGAGAGAGAGGGAGAGAGAGGAATTTGGCTA
TGCAGAGGTTGCTCCTTTTAGCCCGCTAAGTCCCTCTCTAACATAATTAATTAGTA
GGGAGATTATATTAATAAATAAAATTATATGGATGTATTAATATAATTAGGGGTG
TATTATATATATTTGGTTTTTGGTGAAGGTGCCAAGGATCTTATTATTAGATTTTA
TTTTAGTCATTGTTTGTAGCTCCCCCTTCTCATCATGGGTGAGAGATGCTTGTGGG
GATATGATGGTGTTGTAGTTTTTGTGGGGTGTGAGAGTTCTATTTTAATTGGAATA
TTTGAATATGTTATATGTATATGATTCTTCTATTAAAAGGTGTTGATGTAAATATG
GGTGTGAGATGCCATTTTGGTTTGCTTTGTCTCCCAGTGGTAAAATATGGTGAAA
AGCTTGTCTCTCTAATAAGTGCATTCCTTTCTATTGCCAGATTAATATCTTGCAGT
AGGGGGATGCTTGTGAAAAAATGATTCTG




