IDENTIFICATION

Species: Eutrema salsugineum
Locus: Thhalv10001589m

Gene Model: Thhalv10001589m
Description: ESEXPB-05
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Esalsugineum_v1 0
KEGG: https://www.genome.jp/entry/T02985
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PLN3025
DPBB_R1pA_EXP_N-like superfamily

List of domain hits i
Name Accession Description Interval  E-value
|+ DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansing 35-158 4.55e-60
[+ PLN03023 super family cl33621 Expansin-like B1; Provisional 6-260 2.15e-34
Peptide

>ESEXPB-05

MATSSSHRCLALFALFAVSLKFCYCQNETIDAAGWGNAGVTWYGEAEGAGSTGGA
CGYGAAVANPPFY AMVSAGGPSLFNNGNGCGTCYQIMCTENPACSGRPITVTIADEC
PGGPCASEPVHFDLSGKAIGALAKPGQASRLRDAGVLRVGYRRAPCLYKGTSIAFRID
AGANPFYIAFVVEYENGDGDLASVEIQPAGGGFISMQEMRSAVWKVNSGSALRGPFS
VRLTSRESRKVITAQAVIPANWRADQTYRSVVNF*

CDS (coding sequence)
>ESEXPB-05

ATGGCAACATCATCGTCACATAGATGTCTTGCTCTCTTTGCTCTTTTTGCAGTCTCT
CTAAAGTTTTGTTATTGTCAAAACGAAACTATAGATGCCGCAGGCTGGGGCAACG
CCGGTGTTACTTGGTACGGTGAAGCTGAGGGCGCCGGTAGCACAGGAGGAGCTT
GTGGATATGGTGCAGCAGTGGCCAATCCACCGTTTTACGCGATGGTTTCAGCCGG
AGGCCCTTCACTATTCAACAATGGTAATGGATGTGGAACATGTTATCAGATTATG
TGCACCGAGAATCCAGCGTGTTCAGGGAGACCAATAACGGTGACGATAGCGGAC
GAGTGCCCCGGTGGTCCTTGCGCCTCCGAGCCAGTCCACTTCGACCTTAGCGGCA
AAGCCATTGGTGCCTTAGCCAAACCTGGTCAAGCCTCTCGACTTCGAGACGCTGG
TGTTCTCCGTGTTGGTTACAGACGTGCTCCGTGTTTATATAAAGGGACTAGTATAG
CATTCCGTATTGATGCTGGAGCAAATCCGTTCTACATTGCATTTGTTGTGGAATAC
GAAAACGGTGACGGAGATTTGGCCTCCGTTGAGATTCAACCGGCCGGAGGAGGA
TTTATCTCCATGCAAGAAATGAGATCAGCCGTATGGAAGGTAAACTCCGGCAGTG
CTCTGAGAGGTCCGTTCAGCGTTAGACTTACATCTCGCGAGTCTCGTAAAGTAAT
CACCGCTCAAGCCGTTATTCCAGCTAATTGGAGGGCCGACCAGACTTACCGATCA
GTGGTTAACTTTTAG

Nucleotide
>ESEXPB-05

ATGGCAACATCATCGTCACATAGATGTCTTGCTCTCTTTGCTCTTTTTGCAGTCTCT
CTAAAGTTTTGTTATTGTCAAAACGAAACTATAGATGCCGCAGGCTGGGGCAACG
CCGGTGTTACTTGGTACGGTGAAGCTGAGGGCGCCGGTAGCACAGGTACGTAATT
ACGTATACCACTTGACGCATATATATAATTTGTTCTTCGAGTATATATCTCGATTT
AGATAATATTTATGTATATCGATACTTATATATAGGAGGAGCTTGTGGATATGGT



GCAGCAGTGGCCAATCCACCGTTTTACGCGATGGTTTCAGCCGGAGGCCCTTCAC
TATTCAACAATGGTAATGGATGTGGAACATGTTATCAGGTACATTATATATTAGC
ATTAGATATTTAGATCCATGTATTTACATAAATGTTTTCATTAAAGTGACATATTT
CTTTGTTTGTATTAACACAAACTGGTATTTTAATCAATGTTTCAAAAATAAAAATA
AGGTATTAATTAATTTTGGGTCATGGTCGGACTAGACGTGGTTGGAAAAGACTAA
TATAAACATAGCATGCATGCAAATCTGAATGATATATCTCACACGGTTACAAATT
TATTAATTTTATCAACCATATTATAAATATAAATATCTGTTTAGATTATGTGCACC
GAGAATCCAGCGTGTTCAGGGAGACCAATAACGGTGACGATAGCGGACGAGTGC
CCCGGTGGTCCTTGCGCCTCCGAGCCAGTCCACTTCGACCTTAGCGGCAAAGCCA
TTGGTGCCTTAGCCAAACCTGGTCAAGCCTCTCGACTTCGAGACGCTGGTGTTCTC
CGTGTTGGTTACAGACGGTACGTATATAAAAACGTTATTCTCCTAAAAAAATTAT
GATGTTTCTCGTACATTTCTAAATTCTAATCCATTTGATCAGTGGATTGGACATAA
ACTAGAATCCGTATGTTTCCCTTCTGGTTCTTATTTATAAAATTCATCATATTTTCA
CGATTCTATATTTTTGAAAGATAATTATGTTAAACGAAAATGTATCATTGAACTAT
TATATTATTTCACTATATTATATCATTGAAATTCCTGTTAAAGCTTAAACTATAGT

[TTTATTTGTTTTGTTTTGTATTTCCAGTGCTCCGTGTTTATATAAAGGGACTAGTA
TAGCATTCCGTATTGATGCTGGAGCAAATCCGTTCTACATTGCATTTGTTGTGGAA
TACGAAAACGGTGACGGAGATTTGGCCTCCGTTGAGATTCAACCGGCCGGAGGA
GGATTTATCTCCATGCAAGAAATGAGATCAGCCGTATGGAAGGTAAACTCCGGCA
GTGCTCTGAGAGGTCCGTTCAGCGTTAGACTTACATCTCGCGAGTCTCGTAAAGT
AATCACCGCTCAAGCCGTTATTCCAGCTAATTGGAGGGCCGACCAGACTTACCGA
TCAGTGGTTAACTTTTAG






