IDENTIFICATION

Species: Miscanthus sinensis
Locus: Misin11G165700

Gene Model: Misin11G165700.1.p
Description: McsEXPB-47
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
KEGG:-

EXTERNAL RESOURCES
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213
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DOMAIN ARCHITECTURE

Query seq.

specific hits B 3

Pollen_allerg_1

Superfanilies DPBB_R1pA_EXP_N-1like superfamily Pollen_allerg_1 superfamily

List of domain hits .
Name Accession Description Interval E-value
[+] DPBB_EXPB_N c022275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 35-158 1.84e-76
[+ Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pll and Plll from Lolium perenne. 166-242 2.22e-29

>McsEXPB-47

MASKSQLLFFIAIAALASITHPCASVEFHRKLSSWSSGGATWYGAATGAGSDGGACG
YKDAVDQAPFSSMIAAGSPSIYNSGKGCGSCFQVKCTGNDACSGNPVTVVITDECPG
GACLNEPAHFDMSGTAFGAMANPGQADKLRNAGVLQIQYTCVQCNWPGVKLTFVV
DAGSNPEYFAVLIKYVNGDGDLSAVDLMQTGAGASWASMQPSWGAVWKFNAGSA
LQAPLSIRLTSSSGKQLVASNVIPARWTPGATYQSSVNY™*

CDS (coding sequence)
>McsEXPB-47

ATGGCTTCTAAGTCCCAGCTCCTGTTCTTTATTGCGATTGCGGCTCTAGCCTCGAT
CATCCATCCTTGTGCATCCGTCGAGTTTCACCGCAAGCTCTCCAGCTGGTCCAGCG
GCGGCGCGACGTGGTACGGCGCCGCTACTGGGGCTGGAAGCGATGGTGGCGCAT
GCGGGTACAAAGATGCCGTCGACCAGGCGCCCTTCTCGTCCATGATCGCCGLGGG
AAGCCCTTCCATCTACAACTCCGGCAAGGGCTGCGGCTCTTGCTTCCAGGTCAAA
TGCACGGGTAATGACGCGTGCTCCGGCAACCCCGTGACCGTCGTCATCACCGACG
AATGCCCTGGCGGTGCGTGCCTCAACGAGCCGGCCCACTTCGACATGAGCGGAAC
GGCATTCGGCGCCATGGCGAACCCCGGGCAGGCCGACAAGTTGCGCAACGCCGG
TGTCCTCCAAATCCAGTACACCTGCGTGCAGTGCAACTGGCCTGGCGTAAAGCTC
ACCTTCGTGGTCGACGCCGGCTCGAACCCGGAGTACTTCGCCGTGCTCATTAAGT
ACGTGAACGGCGACGGCGACCTCTCCGCCGTCGACCTCATGCAGACCGGGGCLTG
GGGCGTCGTGGGCGTCCATGCAGCCGTCGTGGGGCGCCGTCTGGAAGTTCAACGC
CGGATCGGCACTGCAGGCGCCCTTGTCCATCCGCCTGACGTCCAGCTCCGGCAAG
CAGCTCGTCGCCAGCAACGTCATCCCCGCCAGGTGGACGCCCGGCGCCACCTACC
AGTCCTCTGTTAACTACTAA

Nucleotide
>MCcsSEXPB-47

AATCTCACACCACTTCTCATCTACTTGCGCCCTCTCCCCCAATCCCTTGCAAAACC
ACGACATCCTAGCAGCAAGCCACAGAGTGCAACAACGGCGGCTATGGCTTCTAA
GTCCCAGCTCCTGTTCTTTATTGCGATTGCGGCTCTAGCCTCGATCATCCATCCTT
GTGCATCCGTCGAGTTTCACCGCAAGCTCTCCAGCTGGTCCAGCGGCGGCGCGAC



GTGGTACGGCGCCGCTACTGGGGCTGGAAGCGATGGTATGTGTCTAGTGACAACT
GACAACATATATATATAATTTGGCTAAACTCGTCAGTCAGCATGCCGTGTCAAAG
AATTCTTGCCTCATTATTTCTCAACGATCGACCTGATGATACACGTAGGTGGCGCA
TGCGGGTACAAAGATGCCGTCGACCAGGCGCCCTTCTCGTCCATGATCGCCGCGG
GAAGCCCTTCCATCTACAACTCCGGCAAGGGCTGCGGCTCTTGCTTCCAGGTGCG
TGTGCACACTTGTGTGTATGTACCTGCTGGCTGACGCATATATGATGATTCGATCT
AACATGGTTTGGAATAAATCAACGTTGGCACAGGTCAAATGCACGGGTAATGAC
GCGTGCTCCGGCAACCCCGTGACCGTCGTCATCACCGACGAATGCCCTGGCGGTG
CGTGCCTCAACGAGCCGGCCCACTTCGACATGAGCGGAACGGCATTCGGCGCCAT
GGCGAACCCCGGGCAGGCCGACAAGTTGCGCAACGCCGGTGTCCTCCAAATCCA
GTACACCTGGTAGGAACGAATTATATCTAAGTATAGTTCGTTGGCTAGCTGATCG
GAATTATTTGTCCTCTCATGGACCATACACGGCACTTGCACCATTCTCCATGCAAC
GATCGAGGTTTTGTATTCTTTCTATATTGGCTGACGAAGCTCGTGGTGTATGTATG
TACAGCGTGCAGTGCAACTGGCCTGGCGTAAAGCTCACCTTCGTGGTCGACGCCG
GCTCGAACCCGGAGTACTTCGCCGTGCTCATTAAGTACGTGAACGGCGACGGCGA
CCTCTCCGCCGTCGACCTCATGCAGACCGGGGCTGGGGCGTCGTGGGCGTCCATG
CAGCCGTCGTGGGGCGCCGTCTGGAAGTTCAACGCCGGATCGGCACTGCAGGCG
CCCTTGTCCATCCGCCTGACGTCCAGCTCCGGCAAGCAGCTCGTCGCCAGCAACG
TCATCCCCGCCAGGTGGACGCCCGGCGCCACCTACCAGTCCTCTGTTAACTACTA
ATAAAACCAGAATTATATATAGTCTGCAAAGTATGCATGCATGCATATCTGATCA
ATACGCAGCATGCACATATATAAGTTGTCGCGTGTGTGATAGCTATGTACTGTTT
GTGTGTTTGGTCTCTCGCTAAGCTAGTCACAACAGTGGTTGCATGCCTAAGCTTGA
CGAAGGTGCAACAAGCAATAATGGCAGTGGCAGAGGAGGAGGAGGCGCAGATG
TACGAGTATAGTTCTCCCCTCTTCGCCGCTAGTCAATGCCTATATACTATACTGAG
ATGTGAGATGTGTACGTGTTAATAATGTTGTGTATCAGTGATCGCAGCTTATTGGC
GTCACTGTATAATGGAGTACTGATTGT





