
IDENTIFICATION 

Species: Miscanthus sinensis 

Locus: Misin11G165700 

Gene Model: Misin11G165700.1.p 

Description: McsEXPB-47 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1  

KEGG:- 

EXTERNAL RESOURCES 

https://grass-genome-hub.southgreen.fr/Genomeassembly/47213  

https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>McsEXPB-47 

MASKSQLLFFIAIAALASIIHPCASVEFHRKLSSWSSGGATWYGAATGAGSDGGACG

YKDAVDQAPFSSMIAAGSPSIYNSGKGCGSCFQVKCTGNDACSGNPVTVVITDECPG

GACLNEPAHFDMSGTAFGAMANPGQADKLRNAGVLQIQYTCVQCNWPGVKLTFVV

DAGSNPEYFAVLIKYVNGDGDLSAVDLMQTGAGASWASMQPSWGAVWKFNAGSA

LQAPLSIRLTSSSGKQLVASNVIPARWTPGATYQSSVNY* 

CDS (coding sequence) 

>McsEXPB-47 

ATGGCTTCTAAGTCCCAGCTCCTGTTCTTTATTGCGATTGCGGCTCTAGCCTCGAT

CATCCATCCTTGTGCATCCGTCGAGTTTCACCGCAAGCTCTCCAGCTGGTCCAGCG

GCGGCGCGACGTGGTACGGCGCCGCTACTGGGGCTGGAAGCGATGGTGGCGCAT

GCGGGTACAAAGATGCCGTCGACCAGGCGCCCTTCTCGTCCATGATCGCCGCGGG

AAGCCCTTCCATCTACAACTCCGGCAAGGGCTGCGGCTCTTGCTTCCAGGTCAAA

TGCACGGGTAATGACGCGTGCTCCGGCAACCCCGTGACCGTCGTCATCACCGACG

AATGCCCTGGCGGTGCGTGCCTCAACGAGCCGGCCCACTTCGACATGAGCGGAAC

GGCATTCGGCGCCATGGCGAACCCCGGGCAGGCCGACAAGTTGCGCAACGCCGG

TGTCCTCCAAATCCAGTACACCTGCGTGCAGTGCAACTGGCCTGGCGTAAAGCTC

ACCTTCGTGGTCGACGCCGGCTCGAACCCGGAGTACTTCGCCGTGCTCATTAAGT

ACGTGAACGGCGACGGCGACCTCTCCGCCGTCGACCTCATGCAGACCGGGGCTG

GGGCGTCGTGGGCGTCCATGCAGCCGTCGTGGGGCGCCGTCTGGAAGTTCAACGC

CGGATCGGCACTGCAGGCGCCCTTGTCCATCCGCCTGACGTCCAGCTCCGGCAAG

CAGCTCGTCGCCAGCAACGTCATCCCCGCCAGGTGGACGCCCGGCGCCACCTACC

AGTCCTCTGTTAACTACTAA 

Nucleotide 

>McsEXPB-47 

AATCTCACACCACTTCTCATCTACTTGCGCCCTCTCCCCCAATCCCTTGCAAAACC

ACGACATCCTAGCAGCAAGCCACAGAGTGCAACAACGGCGGCTATGGCTTCTAA

GTCCCAGCTCCTGTTCTTTATTGCGATTGCGGCTCTAGCCTCGATCATCCATCCTT

GTGCATCCGTCGAGTTTCACCGCAAGCTCTCCAGCTGGTCCAGCGGCGGCGCGAC



GTGGTACGGCGCCGCTACTGGGGCTGGAAGCGATGGTATGTGTCTAGTGACAACT

GACAACATATATATATAATTTGGCTAAACTCGTCAGTCAGCATGCCGTGTCAAAG

AATTCTTGCCTCATTATTTCTCAACGATCGACCTGATGATACACGTAGGTGGCGCA

TGCGGGTACAAAGATGCCGTCGACCAGGCGCCCTTCTCGTCCATGATCGCCGCGG

GAAGCCCTTCCATCTACAACTCCGGCAAGGGCTGCGGCTCTTGCTTCCAGGTGCG

TGTGCACACTTGTGTGTATGTACCTGCTGGCTGACGCATATATGATGATTCGATCT

AACATGGTTTGGAATAAATCAACGTTGGCACAGGTCAAATGCACGGGTAATGAC

GCGTGCTCCGGCAACCCCGTGACCGTCGTCATCACCGACGAATGCCCTGGCGGTG

CGTGCCTCAACGAGCCGGCCCACTTCGACATGAGCGGAACGGCATTCGGCGCCAT

GGCGAACCCCGGGCAGGCCGACAAGTTGCGCAACGCCGGTGTCCTCCAAATCCA

GTACACCTGGTAGGAACGAATTATATCTAAGTATAGTTCGTTGGCTAGCTGATCG

GAATTATTTGTCCTCTCATGGACCATACACGGCACTTGCACCATTCTCCATGCAAC

GATCGAGGTTTTGTATTCTTTCTATATTGGCTGACGAAGCTCGTGGTGTATGTATG

TACAGCGTGCAGTGCAACTGGCCTGGCGTAAAGCTCACCTTCGTGGTCGACGCCG

GCTCGAACCCGGAGTACTTCGCCGTGCTCATTAAGTACGTGAACGGCGACGGCGA

CCTCTCCGCCGTCGACCTCATGCAGACCGGGGCTGGGGCGTCGTGGGCGTCCATG

CAGCCGTCGTGGGGCGCCGTCTGGAAGTTCAACGCCGGATCGGCACTGCAGGCG

CCCTTGTCCATCCGCCTGACGTCCAGCTCCGGCAAGCAGCTCGTCGCCAGCAACG

TCATCCCCGCCAGGTGGACGCCCGGCGCCACCTACCAGTCCTCTGTTAACTACTA

ATAAAACCAGAATTATATATAGTCTGCAAAGTATGCATGCATGCATATCTGATCA

ATACGCAGCATGCACATATATAAGTTGTCGCGTGTGTGATAGCTATGTACTGTTT

GTGTGTTTGGTCTCTCGCTAAGCTAGTCACAACAGTGGTTGCATGCCTAAGCTTGA

CGAAGGTGCAACAAGCAATAATGGCAGTGGCAGAGGAGGAGGAGGCGCAGATG

TACGAGTATAGTTCTCCCCTCTTCGCCGCTAGTCAATGCCTATATACTATACTGAG

ATGTGAGATGTGTACGTGTTAATAATGTTGTGTATCAGTGATCGCAGCTTATTGGC

GTCACTGTATAATGGAGTACTGATTGT 




