
IDENTIFICATION 

Species: Kalanchoe fedtschenkoi 

Locus: Kaladp0674s0163 

Gene Model: Kaladp0674s0163.1.p 

Description: KfEXPA-27 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Kfedtschenkoi_v1_1  

KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Kfedtschenkoi_v1_1


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>KfEXPA-27 

MPMTLGIAISLPIKLPPLLFFCVLDVAGWVVYISPSFRHSFLIAACFCVFERVWYVCFF

VKLSCLMKCCNELVMVPFGFFLAFAVQGEMGFAGFLLVCFLSLGAFVDGHGGGWS

DAHATFYGGGDASGTMGGACGYGNLYSQGYGTDTAALSTALFNNGLSWGACFELK

CVNDDQWCRPGSIVVTATNFCPPNGLGGWCDPPRQHFDLSQPVFLQIAAYKAGVVP

VAFRRVPCRKRGGIRFTINGHRYFNLVLITNVGGAGDVQSVSVKGSRTNWQTMSRN

WGQNWQSNSDLNGQSLSFKVTTSDGYTVTCDNVASSGWQFGQTFSGLQFP*  

CDS (coding sequence) 

>KfEXPA-27 

ATGCCGATGACACTCGGCATCGCGATCTCACTACCCATTAAACTTCCGCCTCTTTT

GTTTTTCTGTGTGCTTGATGTTGCTGGCTGGGTAGTATATATTAGCCCATCATTCC

GCCATTCGTTTCTCATCGCTGCTTGCTTCTGCGTGTTTGAGCGGGTTTGGTATGTG

TGTTTCTTTGTGAAGCTCAGCTGTTTGATGAAATGCTGCAACGAGCTTGTCATGGT

GCCATTTGGTTTCTTTCTGGCTTTTGCTGTGCAGGGAGAGATGGGGTTTGCTGGGT

TCCTCTTGGTGTGTTTTCTCAGCTTGGGTGCGTTCGTGGATGGGCATGGTGGCGGC

TGGAGTGACGCTCATGCTACGTTCTACGGCGGGGGTGATGCTTCTGGCACAATGG

GCGGTGCTTGTGGGTATGGCAATCTGTACAGCCAAGGCTACGGGACTGACACTGC

AGCTTTGAGCACTGCTCTTTTCAACAACGGACTGAGCTGGGGAGCGTGTTTTGAG

CTCAAATGTGTGAATGACGACCAATGGTGCCGCCCTGGTTCCATCGTGGTCACCG

CCACCAACTTCTGCCCGCCCAACGGTCTCGGAGGCTGGTGTGACCCTCCCCGCCA

GCACTTTGATCTCTCTCAGCCGGTGTTTTTACAAATCGCTGCATACAAAGCTGGAG

TCGTCCCTGTGGCCTTCAGAAGGGTTCCATGCCGCAAGAGAGGGGGAATCAGATT

CACAATCAACGGCCACCGGTACTTCAACCTGGTCCTTATAACCAATGTTGGCGGC

GCGGGGGACGTCCAGTCAGTTTCAGTCAAAGGATCAAGAACCAACTGGCAGACC

ATGTCAAGAAACTGGGGTCAGAACTGGCAGAGCAACTCGGACCTCAATGGCCAG

AGCCTCTCCTTCAAGGTGACCACCAGTGACGGCTACACTGTCACCTGCGACAATG

TCGCTTCTTCAGGGTGGCAATTTGGCCAAACCTTTTCAGGCCTTCAGTTCCCATGA 

Nucleotide 

>KfEXPA-27 



TAATCCATTTTTAATTTTATTATTTGTTTTTTCAGCTAACCAATAAACGAAAATAA

AACCTTAAATGCAACAATAAAGAAGGCCGCCTTGCTTTCGTAGACGCAGCCTGAA

ATCACTCGCAGCAGGCATCAGCGTCGTCAAGCCACGTGTCCACTCTCGCCCACAA

ACCTCCGATCGATTTCAATTTCCCAGGAAACCGAAATGCCGATGACACTCGGCAT

CGCGATCTCACTACCCATTAAACTTCCGCCTCTTTTGTTTTTCTGTGTGCTTGATGT

TGCTGGCTGGGTAGTATATATTAGCCCATCATTCCGCCATTCGTTTCTCATCGCTG

CTTGCTTCTGCGTGTTTGAGCGGGTTTGGTATGTGTGTTTCTTTGTGAAGCTCAGC

TGTTTGATGAAATGCTGCAACGAGCTTGTCATGGTGCCATTTGGTTTCTTTCTGGC

TTTTGCTGTGCAGGGAGAGATGGGGTTTGCTGGGTTCCTCTTGGTGTGTTTTCTCA

GCTTGGGTGCGTTCGTGGATGGGCATGGTGGCGGCTGGAGTGACGCTCATGCTAC

GTTCTACGGCGGGGGTGATGCTTCTGGCACAATGGGTGAGCACCGGACTCAGTTT

CATACATGCCCATGTGCTTGATTACTTGCTTGTTGAATTGTCGCTGAAAGTTTTGT

TCTTTTGGATTTTGAGCTCAGGCGGTGCTTGTGGGTATGGCAATCTGTACAGCCAA

GGCTACGGGACTGACACTGCAGCTTTGAGCACTGCTCTTTTCAACAACGGACTGA

GCTGGGGAGCGTGTTTTGAGCTCAAATGTGTGAATGACGACCAATGGTGCCGCCC

TGGTTCCATCGTGGTCACCGCCACCAACTTCTGCCCGCCCAACGGTCTCGGAGGC

TGGTGTGACCCTCCCCGCCAGCACTTTGATCTCTCTCAGCCGGTGTTTTTACAAAT

CGCTGCATACAAAGCTGGAGTCGTCCCTGTGGCCTTCAGAAGGTAACAAACACAT

TGCAGCACCAATCTTGAGTAACTAGATTCTCAGTATCATCAAATAATGCATTGAA

ATTTTTGCGGATTGTTATATAGGGTTCCATGCCGCAAGAGAGGGGGAATCAGATT

CACAATCAACGGCCACCGGTACTTCAACCTGGTCCTTATAACCAATGTTGGCGGC

GCGGGGGACGTCCAGTCAGTTTCAGTCAAAGGATCAAGAACCAACTGGCAGACC

ATGTCAAGAAACTGGGGTCAGAACTGGCAGAGCAACTCGGACCTCAATGGCCAG

AGCCTCTCCTTCAAGGTGACCACCAGTGACGGCTACACTGTCACCTGCGACAATG

TCGCTTCTTCAGGGTGGCAATTTGGCCAAACCTTTTCAGGCCTTCAGTTCCCATGA

ACCGGACCTCCACCACCATTCGTCCAGTCACATAAACTTCTAGCCTTTGCTTAGTT

CAGGAGATGACTTGGGTCCTGGAAAATGGTTGAGTGGGGTCCATCTTTTTGATAT

GCCTGAGGTACTGTTATGATATGGGAGCTTTTCTATTGGACAATGCATATGCAGT

GAACACCAGCCTCTACATGGAGAATGTGTTGCTTATGATGTCTTATGTTGTCTTTC

TGGGGAGATGACTGTCACACCCAATCTGTCATTGCTCAAATCGTTTCTTG 




