
IDENTIFICATION 

Species: Kalanchoe laxiflora 

Locus: Kalax.0059s0010 

Gene Model: Kalax.0059s0010.1.p 

Description: KlEXPA-20 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>KlEXPA-20 

MMAYYYHSSSFQSLFPAISLLLLSAVSAQGGKWESATATSTFNGQDLAGCGFENQTE

YGGKTAAVSTALYSNGRMCGACFEIKCGGGSSRNCLPRTVQVTAAAACSPSYFNGT

RNWCAKPGKHFELPTSIFSSISDDGWAVVPVEYRRVKCARQGGIRFRVVGSRGVVGV

MVYNVAGSGDVVGLKIKGSEESEWVEMINGDDQRWVTSHRVSLAGQSLSFHVTSSD

GKAVESKDVVPKNWKFGETYEGGQFK* 

CDS (coding sequence) 

>KlEXPA-20 

ATGATGGCTTACTACTACCATTCCTCTTCTTTCCAATCATTGTTCCCAGCCATCTCC

CTTCTCTTGCTCTCAGCTGTCTCAGCTCAGGGCGGCAAATGGGAATCGGCCACAG

CTACTTCCACATTCAACGGTCAAGACTTGGCAGGGTGCGGATTTGAGAATCAGAC

TGAATACGGCGGCAAAACGGCGGCAGTGAGCACAGCCCTGTACAGCAACGGCCG

GATGTGCGGCGCGTGCTTCGAAATAAAATGCGGCGGAGGCAGCTCAAGAAACTG

CCTGCCCAGAACCGTCCAGGTGACGGCAGCCGCAGCCTGCTCCCCCAGCTACTTC

AACGGCACGAGGAACTGGTGCGCCAAACCCGGGAAGCATTTCGAGCTGCCCACC

TCAATCTTCTCATCCATCTCCGACGACGGCTGGGCCGTTGTGCCGGTGGAGTACA

GGAGAGTGAAGTGCGCTAGACAAGGCGGCATACGGTTCAGAGTGGTGGGGAGCC

GCGGCGTTGTTGGGGTGATGGTGTACAATGTGGCAGGGAGCGGTGACGTGGTGG

GCCTGAAGATCAAAGGGAGTGAGGAGAGCGAGTGGGTGGAGATGATCAATGGG

GATGATCAGCGCTGGGTCACGTCTCATCGGGTGTCGCTGGCGGGACAAAGCCTGT

CGTTCCACGTGACGTCGAGCGATGGGAAGGCGGTGGAGAGTAAAGATGTTGTGC

CTAAAAACTGGAAGTTCGGAGAAACTTATGAAGGAGGCCAGTTCAAGTAG 

Nucleotide 

>KlEXPA-20 

TATTGCGCAGTCAATTATTGCCAGCACTAGAACTACTACATCGTTTAATGATTTCT

CATGTCAGTCGCGTTCCTCTCTCACAGCCTTTCTCTTCCGAATCAGTAATAAACCA

GGAATCCGTCTGAAGTGCCAAATGACAAGATCAGTTTTTTAGTGATAAGATCTCT

AACTCCAACACCCATTATTTCCAAAGGTTGCCTCCTCCGCTAAAATTAAATGACA

ACAAATCATGAGGCTACCAAAGTTGACGACTACAAATTAATCACACCCACATCTT

TAATAGGACAGAATCAAGCCGATACCATAAATACATATCTACGCTTCACAAACCC



ATTTCAACATCCTTGAGCATTAGTAAGATGATGGCTTACTACTACCATTCCTCTTC

TTTCCAATCATTGTTCCCAGCCATCTCCCTTCTCTTGCTCTCAGCTGTCTCAGCTCA

GGGCGGCAAATGGGAATCGGCCACAGCTACTTCCACATTCAACGGTCAAGGTAC

CCATCCAAGTCCAACTGTTGCGTACACAAATACTCTCTCGGAGGCTCCTCCTCTCT

TTTTTCATTTTTGATGTTGTGAAACAGACTTGGCAGGGTGCGGATTTGAGAATCAG

ACTGAATACGGCGGCAAAACGGCGGCAGTGAGCACAGCCCTGTACAGCAACGGC

CGGATGTGCGGCGCGTGCTTCGAAATAAAATGCGGCGGAGGCAGCTCAAGAAAC

TGCCTGCCCAGAACCGTCCAGGTGACGGCAGCCGCAGCCTGCTCCCCCAGCTACT

TCAACGGCACGAGGAACTGGTGCGCCAAACCCGGGAAGCATTTCGAGCTGCCCA

CCTCAATCTTCTCATCCATCTCCGACGACGGCTGGGCCGTTGTGCCGGTGGAGTA

CAGGAGAGTGAAGTGCGCTAGACAAGGCGGCATACGGTTCAGAGTGGTGGGGAG

CCGCGGCGTTGTTGGGGTGATGGTGTACAATGTGGCAGGGAGCGGTGACGTGGT

GGGCCTGAAGATCAAAGGGAGTGAGGAGAGCGAGTGGGTGGAGATGATCAATG

GGGATGATCAGCGCTGGGTCACGTCTCATCGGGTGTCGCTGGCGGGACAAAGCCT

GTCGTTCCACGTGACGTCGAGCGATGGGAAGGCGGTGGAGAGTAAAGATGTTGT

GCCTAAAAACTGGAAGTTCGGAGAAACTTATGAAGGAGGCCAGTTCAAGTAGGC

AAAACAGAACTTTCAAGCTACTGGAACTTCTTTAGCATGATTTTAAGGTGGTTGG

GTGCCTAAAAATTAAGGTTGGTTTTAAGTTTCAGTTTCGTTGGTGGTTGGATGCGC

TTGTAATATTTTTTGTGTTTATTGAAAAAAAAAAAAATTCGGCCTTTTTTATATCA

CATCATCTTAGCTTCAGTTCAATGAACACACCTGCTTACCAGTGACATTATTTTGA

TGATAGAAGCATACAGTTGGTTCATAGTATTTAAGTGCAGAGTGGAGTCAGAATT

CATTTATGGTCACCAATATACAGTTGGTTCATATTATGGCGTGAAGTGTGGACTC

AGAATACATTTACAACGCGGCAGATCATCCGGTATGAATCTAGTCAATAGACCAA

GCATAAAACTGATTTTCTGAAATCTCTTTAATTTTTTTTGGGCACCCCAAAACAAT

CATTATTTGCTTCTTGTAGTCCAGTATCAATCCACATGACATTTCCTATATTATCTA

TCCACACTTTAGACTCAAAAATAACAACATTACTTCCTAGGAGCGGAAGGGAAAC

GCAGAGAACTTCATACAGATTTCAGCGTCAGAGACAAAGAATATCAACCAGGAC

CTTCGGAAATCCTGTGACCAAATCGGGTAGATATGCCCAAGAGCTGAATACAAA

ACCGCATCAAAATTTGCCAGTAACTGTAATTCTTTTGCAAGTCAACTAGAAGAAA

ATACTTGTTATTACTTAGTACTCTTCGTGTGCTTACAGCAAACTCAAGAGCTCCAG

AGAAGCTCTTGGATATTCCTACATATTTGAGAGCTCACCGACTCAAAACATGGAA

CATTTCCATTCACTATATACTCCGATTGCTTACACTACGATTTGCTGCCTATTATC

AAGCTGCATATACACTATACCCTTCATGAAGTACACACGGTAATAAGTCAAAGAG

CTGTTCTATATATTCCACTAAGGCCATGAAATTGTAGGAAATCGTCTTATAAATA

ATCGACTTATTTATGTACCAAATATGGGGTTAATGAGAGTTTTGCTGCCTCAAGC

AGATAGCATTTCACAATTCTAGCAGAGAGTAATAAGCCAATGCTATGGGGATTGC

AACCATCATACCAAATACCA 




