IDENTIFICATION

Species: Sorghum bicolor

Locus: Sobic.001G542100

Gene Model: Sobic.001G542100.1.p
Description: SbhEXPB-24

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sbicolor v3 1 1
KEGG: https://www.genome.jp/entry/T01086

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Sbicolor_v3_1_1
https://www.genome.jp/entry/T01086
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Specific hits Pollen_allerg_1

Superfanilies DPBB_RIpA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits ol
Name Accession Description Interval E-value

[+] DPBB_EXPB_N ca2227 N-erminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansing 46-167 2.35e-73
[+] Polien_allerg_1 plam01357 Pollen allergen; This family contains allergens lol PI, Pl and PIl from Lolium perenne 174-249 2.64e-13

MGVNMMSWSMQVVLVVALAFLVGGAWCGPPKVAPGKNITATYGSDWLEAKATW

YGKPTGAGPDDNGGACGYKDVNKAPFNSMGACGNLPIFKDGLGCGSCFEIKCDKPA

ECSGEAVVVHITDMNYEQIAAYHFDLAGTAFGAMAKKGEEEKLRKAGIIDMQFRRV

KCKYGEKVTFHVEKGSNPNYLALLVKYVDGDGDVVGVDIKEKGGDAYQPLKHSWG
AVWRKDSDKPIKFPVTVQITTEGGTKTAYEDVIPEGWKADTTYTAK*

CDS (coding sequence)
>ShEXPB-24

ATGGGAGTGAACATGATGTCGTGGTCGATGCAGGTGGTGTTGGTGGTGGCGCTGG
CGTTTTTGGTGGGTGGTGCATGGTGCGGTCCTCCCAAGGTTGCCCCGGGCAAGAA
CATCACGGCCACCTACGGCAGCGACTGGCTGGAAGCGAAGGCGACATGGTACGG
CAAGCCGACGGGCGCCGGCCCCGACGACAACGGCGGCGCGTGCGGGTACAAGGA
TGTGAACAAGGCCCCCTTCAACAGCATGGGCGCGTGCGGCAACCTCCCCATCTTC
AAAGACGGCCTCGGCTGTGGCTCCTGCTTTGAGATCAAGTGCGACAAGCCAGCCG
AGTGCTCCGGCGAGGCTGTGGTGGTGCACATCACGGACATGAACTACGAGCAAA
TCGCCGCCTACCACTTCGACCTCGCCGGCACGGCATTCGGTGCCATGGCCAAGAA
GGGCGAGGAGGAGAAGCTGCGCAAGGCGGGCATCATCGACATGCAATTCCGCCG
GGTCAAGTGCAAGTACGGTGAAAAGGTCACCTTCCACGTGGAGAAGGGGAGCAA
CCCCAACTACCTGGCATTGCTGGTCAAGTATGTCGATGGCGACGGTGACGTTGTG
GGGGTGGACATCAAGGAGAAGGGTGGCGACGCTTACCAGCCCCTCAAGCACTCC
TGGGGCGCTGTTTGGAGGAAGGACAGCGACAAGCCCATCAAGTTCCCCGTCACTG
TCCAAATCACCACCGAGGGAGGCACCAAGACCGCCTACGAAGACGTCATCCCCG
AAGGATGGAAGGCCGACACCACGTACACCGCCAAATAA

Nucleotide
>ShEXPB-24

ATATTCATCGCCTCACAGTTACATACATTATTACATACCATCCACCGATCAACGAT
CCAAGGAAGAAGATGGGAGTGAACATGATGTCGTGGTCGATGCAGGTGGTGTTG
GTGGTGGCGCTGGCGTTTTTGGTGGGTGGTGCATGGTGCGGTCCTCCCAAGGTTG
CCCCGGGCAAGAACATCACGGCCACCTACGGCAGCGACTGGCTGGAAGCGAAGG



CGACATGGTACGGCAAGCCGACGGGCGCCGGCCCCGACGACAACGGLGGLGLGT
GCGGGTACAAGGATGTGAACAAGGCCCCCTTCAACAGCATGGGCGCGTGCGGCA
ACCTCCCCATCTTCAAAGACGGCCTCGGCTGTGGCTCCTGCTTTGAGATCAAGTG
CGACAAGCCAGCCGAGTGCTCCGGCGAGGCTGTGGTGGTGCACATCACGGACAT
GAACTACGAGCAAATCGCCGCCTACCACTTCGACCTCGCCGGCACGGCATTCGGT
GCCATGGCCAAGAAGGGCGAGGAGGAGAAGCTGCGCAAGGCGGGCATCATCGA
CATGCAATTCCGCCGGGTCAAGTGCAAGTACGGTGAAAAGGTCACCTTCCACGTG
GAGAAGGGGAGCAACCCCAACTACCTGGCATTGCTGGTCAAGTATGTCGATGGC
GACGGTGACGTTGTGGGGGTGGACATCAAGGAGAAGGGTGGCGACGCTTACCAG
CCCCTCAAGCACTCCTGGGGCGCTGTTTGGAGGAAGGACAGCGACAAGCCCATC
AAGTTCCCCGTCACTGTCCAAATCACCACCGAGGGAGGCACCAAGACCGCCTACG
AAGACGTCATCCCCGAAGGATGGAAGGCCGACACCACGTACACCGCCAAATAAG
CTATCCAGCAGACCTACCACAGATCTGGGCTGGGTTGGATTGGATCCCAGCTACC
CAAGCAATGCATTACACTTATGCATGCATTGATCCATGCATAATATCTATTTTTTA
CTGCTGCTATTGTGACGAAGACAACGTCCTCCTTCATCCTCTCCATATGTAGCTAG
AGCGAGGCTTCCTTCATCCTTTCCATATATAGCTAGGGCGAGACTCCATCCGCTTT
GTTATTATATTAAAAAAAGAGAAGGGTGAAGAAACAGAGACCGGATAAATAATA
AGTATCTAACGAGAGATTTGGGAGGCTTTTGTATGTAATAAAAGGAGAGCGAGA
TAAACAACGGTTGTCCATAGATCTCCCATGTAATCTCAATTTTATCATGCCTACAT
TTTAAGTGAATACACATTTTTTTCAAGACTAATTGAAATTTCAGATACGC



