
IDENTIFICATION 

Species: Oryza brachyantha 

Locus: XP_006656263 

Gene Model: XP_006656263.1 

Description: ObEXPA-23 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

NCBI: https://www.ncbi.nlm.nih.gov/genome/10862?genome_assembly_id=1593936  

KEGG: https://www.genome.jp/entry/T02995  

EXTERNAL RESOURCES 

https://rice-genome-hub.southgreen.fr/organism/1941498  
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GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>ObEXPA-23 

MSSVLLLFLLLLSWVNLGGCIRLGNGGYEEWRMGSATYVKESLGHPLNDGGGACGY

GDLDIFRYGRYTAGVSGALFGRGSACGGCYEVRCVNHVLWCLRGSPTVVVTATDFC

APNLGLSDDYGGWCNFPKEHFEMSEAAFLRVAKAKADIVPVQFRRVSCDRAGGMRF

TITGGTSFLQVLITNVAADGEVAAVKVKGSRTGWIPMGRNWGQNWQCDADLRGQP

LSFEVAGGRGTTVTAYSVAPPDWMVAQTFEGKQLVE 

CDS (coding sequence) 

>ObEXPA-23 

AGGAAGGAGGAAAAGCAGACACCCCTTCTACTCTCCTGTGCTCCTTTCATCTTTG

ACTCGCCCCCATTCCCAGTCTCCCACCACAGGCCAAAACACTGCGCGTTTCAGAG

TTCAGAGTTTCAGACAAAGAACACCACACAAGCAGGAGGCAAGAGAGTACTGCA

GCAGCTCAAATCAAGCCTCCTCCTCCCCCAATCCATTGGTGCCACTCTCTTCCCCT

TCCAGAGGGAAGGAGGCATTGATCACCAAAAAGTTATCCAGGTGTGATGAGCTC

TGTCCTGCTACTCTTCTTGCTGCTGCTCTCTTGGGTGAACTTGGGTGGCTGCATAA

GGCTTGGCAATGGCGGATACGAGGAGTGGAGGATGGGCTCGGCGACTTACGTCA

AGGAGTCCCTGGGGCACCCACTTAACGATGGTGGTGGAGCATGTGGGTACGGGG

ACCTGGACATCTTCAGGTACGGGAGGTACACGGCGGGCGTGAGCGGGGCGCTGT

TCGGGCGCGGCAGCGCGTGCGGCGGGTGCTACGAGGTCCGGTGCGTGAACCACG

TGCTGTGGTGCCTGCGCGGCAGCCCGACGGTGGTGGTGACGGCGACCGACTTCTG

CGCCCCCAACCTGGGCCTCTCCGACGACTACGGCGGCTGGTGCAACTTCCCCAAG

GAGCACTTCGAGATGTCGGAGGCCGCCTTCCTCCGCGTCGCCAAGGCCAAGGCCG

ACATTGTTCCGGTGCAGTTCCGGAGGGTGAGCTGTGACAGGGCCGGGGGGATGC

GGTTCACGATCACCGGCGGCACCAGCTTCCTGCAGGTGCTGATCACGAACGTGGC

GGCGGACGGCGAGGTGGCGGCGGTGAAGGTGAAGGGATCGAGGACCGGGTGGA

TACCGATGGGGAGGAACTGGGGCCAGAACTGGCAGTGCGACGCCGACCTCCGCG

GCCAGCCGCTGTCGTTCGAGGTCGCCGGCGGGAGGGGGACCACGGTCACCGCCT

ACAGCGTAGCGCCGCCGGACTGGATGGTCGCGCAGACGTTCGAGGGCAAGCAGC

TTGTCGAGTAGGGACGATCGCAATGATTGTAATTATAATCATAATTATTACACAG

GTGATGAAAAATCGCTGTTTGGTTTGGATGATGCGAAGACGATTGCTGTGCTTGA

TCTGCTCATATATATATATAGAGAGAGTTAATTA 

Nucleotide 



>ObEXPA-23 

AAGTTTTAGGTAGCGTTCAGTTCCCAAAACATTTTGGGAGGAAGGTCAGCTCGAC

GCGTGCGATCACGTATTTAAAGTATTAAGCGCAGTCTAATTATAAAATAGATTTT

AGATTTTGTCTAGAAACCACGAGACGAATCTTTTGAGTCTAATTAATCCATCATTA

GCACATGTTAATTACTGTAGCACTTATGACTAATTATGTACTAATTAAGCTCAAA

AGATTCGTCTCATGATTTCTCTCGTAACAGTATAATTAGTTTTAATATTTATGTAT

ATTTAATAAAATATCTAAAAATTCGATATGATGTTTTTTAAAAAAAAATTTAGGA

ACTTAACGCAGCCTTAACGTGGCCGAAGAAACAAGTGAAGGTGATACTGCTTTGA

GAAATTGCAAAGTTGCCGAGGGTGCAATAGCAAAAGGCACCCTCAAGTCCTTCCT

ACTCGTCCTTAAAAGGGAAGCCGCCCCGTCTGCAAATCCCAATAAAGCGAGAGC

AGAAAGGAAGGAGGAAAAGCAGACACCCCTTCTACTCTCCTGTGCTCCTTTCATC

TTTGACTCGCCCCCATTCCCAGTCTCCCACCACAGGCCAAAACACTGCGCGTTTCA

GAGTTCAGAGTTTCAGACAAAGAACACCACACAAGCAGGAGGCAAGAGAGTACT

GCAGCAGCTCAAATCAAGCCTCCTCCTCCCCCAATCCATTGGTGCCACTCTCTTCC

CCTTCCAGAGGGAAGGAGGCATTGATCACCAAAAAGTTATCCAGGTGTGATGAG

CTCTGTCCTGCTACTCTTCTTGCTGCTGCTCTCTTGGGTGAACTTGGGTGGCTGCA

TAAGGCTTGGCAATGGCGGATACGAGGAGTGGAGGATGGGCTCGGCGACTTACG

TCAAGGAGTCCCTGGGGCACCCACTTAACGATGGTATGTGCATTGTGTATGTGTT

TGGCAGTTCAAGCTACTGAATCTTTTATCAGTTGGTAGAATCAAGAACATGTCTTT

TTTTTTCTTCATTTTCTTTGGATGGATTTGTGAATATAGTTTGCAACGATGAACGG

TGAGCAGATGATGTTGTACAGATCCGGCATGATGGGAGCGAAGTTATAGTTACAG

TCGAAGTAGAAAATAGGATTGAAGATTCACTGCTGAAACTTGTCCCTCCCCTTCT

CTTTCTTCAGATAGATTGTGACCCTTCGAACTGAACTTTCAATGTGTGTCCTGTTG

ATGGTAGGTCCATTTTGCTTTAATTTGTAAAAGGGTAGGAAAAAGGTTTTCTTTCA

TGGTTATAATAGAATGTTTGGTATCAATGTTAATAAAGCTACCATTCCAATCAAA

TATTATCTCTATAATCTTCAGATAAAACCTTTTATGTTCATTAGTGCACTAATGCT

GTCCTGATCAAACGCAAGAAACATGATATAGTACATTATTGGGCTAAGTGGACCT

TAAATTATGCAAGTCTCTTTTTCCTTTTAGGTAGGTTGTCGAAAAGCTGAAGCACA

TTAAATGCATTGACAATTGTTTACAATAACAATTATGAGAGCAATCTGGTACTCC

TACAAGTGATCTTCCCTTGCAGTTACTGTCCATGTGGTACCACATTGATGTCTCTC

TAGTACATTTACAGTAATTGCTCCATGGCTTAAGTGCCATTAACCAACATACTGTC

AGAACAAGATTCATGGCAAACCAACCACACTTGAATTTCCTCACTTGCCACTGAT

ATCCTGAATTCAAAGTACATCTAGACATGATCAAACTATCAACCAGTCTTGTGAC

ATCCTGTTGGAGTAACTCTGAAGCTGATCCTCTCCATCTTACTACTTGAGAATGGA

GCAAAGATTATCCTTTTGTCTGATGCAATGCAATGGTTGTCTGAAATCTGAACCTG

CGATTATCCTTTTGTCAAACTATCAACCTGGTAATGCAGCAAAGAAATTAATCTTT

TTGTCTGATGCAATGGTTGTCTGAACTGTGAACCTGCGATTATCTTTTTGTCAAAC

TACCAACCTGGTAATGCAGCAAACAAATTAATCGTTTTGTCTGAAACTCTGAAAC

TGCAAGGTGGTGGAGCATGTGGGTACGGGGACCTGGACATCTTCAGGTACGGGA

GGTACACGGCGGGCGTGAGCGGGGCGCTGTTCGGGCGCGGCAGCGCGTGCGGCG

GGTGCTACGAGGTCCGGTGCGTGAACCACGTGCTGTGGTGCCTGCGCGGCAGCCC

GACGGTGGTGGTGACGGCGACCGACTTCTGCGCCCCCAACCTGGGCCTCTCCGAC

GACTACGGCGGCTGGTGCAACTTCCCCAAGGAGCACTTCGAGATGTCGGAGGCC

GCCTTCCTCCGCGTCGCCAAGGCCAAGGCCGACATTGTTCCGGTGCAGTTCCGGA

GGTAATCTTCATCTTATTCTTCTCCCAAAGTACTCTTTACATAGACACGATCTCTA

ATGCACATGTCGTGGAACTGTTGCTTAGAGCAAGTTTAATAGTATAGCCAACTAC



TACAGACTCCAAATCGTCTATAGTCAACTTATAACCAATTTGTTTAATAGTTAACT

ATAAATATATACTACACCATTAATATCTGATCCCGTATATCATACACACGTGTATT

TTAGAGTCCGTACCGTAGCTGGCTATAAATCTATAGATTGCTGCTCTTCTCTCTCC

TTAAAATATGATTGTAACTAGCTTATAGTCTGCTATTATACATGCTCTTAGTCTTA

GTTACAGTACACTCCCTCCGTCCCATAATAAACCGACCAAGCACGGGACGGGACA

TATTCTAGTTCTATGAATCTAAACATACATCTGCCTAGATTCGTTGCACTAGGATG

TGTCACATCCAGCATGAGGTTCATTTTTTTTAATGGCATAAATTCATTTCATCACA

AATCCGCTAGAACCATTTATGAGATAAATTCTCAGTAAGTTTGATTGCGTGTGTTT

CAGAACGTCATCTATTTAAGAATTGGATTGAGTATTCAGTTACTGCGGACATGTT

GCTCCCTGCTCATTGATCACTCCTAGCGTATCATCTTGTCAGCTAGCTGATGTGTG

AATCTGAGTATGCAAAAGCGTATGGCTATCATTCTTGAGCTCTGCATTTTGGAGT

GTATAATTCTAGACTGAAGCAGTGCTGCTTTCGCGAAAGTTCGTAATGATGTTTG

ATCATTGGAGATGGAACACAGAATATATGGACAGTAGTGCATGTTTCCAGGCACT

TTGCATGGATCAAAGAGCAGCTTTAGATCTTTAATCACTGCTGCTCCCACCCTTTT

TTAAATCTGACTTGTGCTTTCTTAATTATGAGCACCTCCATAGTTTCAGACAATTG

CCATGAGTGTGTCCCAAGCTCCAGCCGGTAGTGCAAGAGTACACAACTAAGTATC

CATCTTTCTAAAACTAAAGTGGTACAGTTCTGTATCAAACTTAAACTAAAAGTAT

TAAGTTATTTTGAGATGGAGCGAGTAAACTACAATTTACCGAATTCAACATCGGT

GAAGGTGTGCCTAAGAGCAAGGTTAATAATATAGTAAGCTGACTATAAAACTTCT

TATAGGCTTCTCTTAACCTACTCATACCCATATAGTAGTTAGCTTTTTATAATTAA

TATATGATCCACTTATCTTTCTCATAGAGTTTTTTTTTTCTTGTGTCCGAGCCAACT

ATAAGCTTACGATCGCCTCCTCTCTTTCCATATCTTCTCCACCTCAGTATTTAGCTA

GCTTACCGTCTGCTATTATACTTGCTTTAAATGAATGTAAACCATTTCCGTTATCT

GAATAATAATCTTGGACTCTGCATGAATGAAGCAGCGACATACTGCAAATGTTGG

ATTTCGTGTCGCTGACCATCGGTGAATGAATGAACGGCGGTGGTGCAGGGTGAGC

TGTGACAGGGCCGGGGGGATGCGGTTCACGATCACCGGCGGCACCAGCTTCCTGC

AGGTGCTGATCACGAACGTGGCGGCGGACGGCGAGGTGGCGGCGGTGAAGGTGA

AGGGATCGAGGACCGGGTGGATACCGATGGGGAGGAACTGGGGCCAGAACTGGC

AGTGCGACGCCGACCTCCGCGGCCAGCCGCTGTCGTTCGAGGTCGCCGGCGGGA

GGGGGACCACGGTCACCGCCTACAGCGTAGCGCCGCCGGACTGGATGGTCGCGC

AGACGTTCGAGGGCAAGCAGCTTGTCGAGTAGGGACGATCGCAATGATTGTAATT

ATAATCATAATTATTACACAGGTGATGAAAAATCGCTGTTTGGTTTGGATGATGC

GAAGACGATTGCTGTGCTTGATCTGCTCATATATATATATAGAGAGAGTTAATTA

ATGCAGGATTGACAAAAAATATAAAGATGGGCTAATCAGTGGTCCAGTACTAGA

GTAACCTCGTCTGAAGAAAATGTGACGGAGTACCATCTTGTTTGCTTGGTGACAT

AATGGTGGTGCATATGCTGCACAAAAGTACATGTAGAGTACACCATAAATAAGA

GGAAAAACATAGCTTTGCGGTAGTAGGACATGTCATGTGGCATACAAGTCGAGC

AGGCTTGCATCAATTGGCGAGGCTTGTGAATGAATCATTGGGTGAACATGCAAAT

GGCACTGGGTTTCACGCCGACACAGTGACGCAAGTAGCAGTAAAGCACACGCTA

GTGCAGCGAGGAGAGTTTTTCTAGTCATACTGCGATCAGCACACAGCAATATCTT

CGTGTTCTTCCTATCAGCCATACGAAACTGTCGTACCTATAGACAATAGTTTGCTG

ACAGGCTACTGTACACATTTCAGCACCAAAAGCCGCAATCCTAGGACTTTCATGA

GCGAGGAT 




