IDENTIFICATION

Species: Panicum hallii

Locus: Pahal.7G266300

Gene Model: Pahal.7G266300.1.p
Description: PhEXPA-20
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Phallii_v3_ 1
KEGG: https://www.genome.jp/entry/T07366
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Superfanilie: PLNO00OS0

I_Ist of domain hits

Name Aoouslon Description Interval E-value
[+| PLN00050 super family c expansin A; Provisional 33-255 1.44e-88

SEQUENCES
Peptide
>PhEXPA-20

MAPPLLLVVLLLPALAAGHQHPSSSGSSALSEWRPAKASYYAADPEDAIGGACGFGD
LGKHGYGMATVGLSTALFERGAACGGCYEVKCVEDLKYCLPGTSIVVTATNFCAPN

YGLPADAGGHCNPPNHHFLLPIQAFEKIALWKAGVMPIQYRRVKCLREGGVRFSVNG
RHFFFTVLISNVGGAGDVRSVKIKGTESGWLSMGRNWGQVWHINCDMRGQPLSFEL

SSSDGKRLTSFNVVPKDWEYGKTYTGKQFLL*

CDS (coding sequence)
>PhEXPA-20

ATGGCTCCGCCACTACTGCTCGTCGTCCTCCTCCTCCCGGCCCTCGCCGCCGGCCA
CCAGCACCCGTCCTCCTCCGGCTCCTCCGCCCTCTCCGAGTGGCGCCCCGCCAAG
GCCTCCTACTACGCCGCCGACCCCGAGGACGCCATCGGTGGGGCGTGCGGGTTCG
GGGATCTGGGCAAGCACGGGTACGGGATGGCGACGGTGGGGCTGAGCACGGLCGC
TGTTCGAGCGCGGCGCGGCGTGCGGCGGCTGCTACGAGGTCAAGTGCGTCGAGG
ATCTCAAGTATTGTCTCCCCGGCACCTCCATCGTCGTCACGGCCACCAACTTCTGC
GCCCCCAACTACGGCCTCCCCGCCGACGCCGGCGGCCACTGCAACCCGCCCAATC
ACCACTTCCTCCTCCCCATCCAGGCGTTCGAGAAGATTGCCCTCTGGAAGGCCGG
CGTCATGCCCATCCAGTACCGCCGTGTTAAGTGCCTCCGTGAAGGTGGTGTCAGG
TTCTCTGTCAACGGTCGACACTTCTTCTTCACAGTCCTAATCAGCAACGTTGGTGG
TGCGGGTGATGTGAGATCGGTGAAGATCAAAGGAACAGAGTCAGGATGGCTCTC
GATGGGCCGCAACTGGGGTCAGGTGTGGCACATCAACTGTGACATGAGGGGCCA
GCCCCTGTCCTTCGAGCTCAGCTCAAGCGATGGCAAGAGGCTGACCAGTTTTAAT
GTCGTGCCCAAGGATTGGGAATATGGAAAAACATACACCGGGAAACAGTTTCTG
CTGTAG

Nucleotide
>PhEXPA-20

AAGCAGGAAGGCCCCAGAACCCGCAAACGCACAAAGCGGAAAGCATCACACTTG
CACAGTTCCTCCACAGTCCACACACTCCCTCCCACAGTCCCACCACTCACCTGCTT
CACCGAAGCGTGCCGGCACCGGCAGCGAGCAGTCGGGAGACATGGCTCCGCCAC

TACTGCTCGTCGTCCTCCTCCTCCCGGCCCTCGCCGCCGGCCACCAGCACCCGTCC
TCCTCCGGCTCCTCCGCCCTCTCCGAGTGGCGCCCCGCCAAGGCCTCCTACTACGC



CGCCGACCCCGAGGACGCCATCGGTACGCACCGGAGCTCGCCTCGCCTGCCTCAT
TCATTGTTCATTCGCATCCACGGTTTCAGTTCTGCCGAGCCGTCCTTTCACTTCTTT
AATTCGCCGTATCCATGCTGCGAGCACGCATAAAGATTTCTCTTCTGGGGTGCCG
CTGGCACGAAATTTCCCCCAAACCGCACGTTCGGTTACTGGAATTGTACGTCCGT
ACAGTTCATGGGGTGCAAGCGGTTTTCTGGTTCTCCCCGTAGGAGTGTATTCTGAT
TTTTGGCTTCGCGATGCGGCGTGCAGGTGGGGCGTGCGGGTTCGGGGATCTGGGC
AAGCACGGGTACGGGATGGCGACGGTGGGGCTGAGCACGGCGCTGTTCGAGCGC
GGCGCGGCGTGCGGCGGCTGCTACGAGGTCAAGTGCGTCGAGGATCTCAAGTATT
GTCTCCCCGGCACCTCCATCGTCGTCACGGCCACCAACTTCTGCGCCCCCAACTAC
GGCCTCCCCGCCGACGCCGGCGGCCACTGCAACCCGCCCAATCACCACTTCCTCC
TCCCCATCCAGGCGTTCGAGAAGATTGCCCTCTGGAAGGCCGGCGTCATGCCCAT
CCAGTACCGCCGGTATGTGCCATTATTGGCTGCTGCTAGATCTGAGGTTAATTTTT
TCCCAATCCACTTTGTGTGAAACTGTGAAAGCGCTTGCTGACCTAGAATTGTGTTT
GTTAGCGCAATGTGGAACCCAAGAAAAGATGAATTGCTAGTGTCCGTTGGTGAG
GAAAGCGAAGCGAAGAGGGGGTGAAAGTGGACCCTCTTCCAGTATTGTCGACTT
GTGTGAGGGTTCGACCACATAGTTTCACCAGATGTTACACGGCCCTTTTGGCTAT
AAAAAAAAGTACATGGTAGTGACATGAGTATTACAGTTCCATTTTTATTGCTCTG
ACAAGAAACTACTAGCCCAACTACTGCCCAAGTTGGTAGGCAAGAGGTCATGAG
ATCGACTCTCAAACCCAGTAAGTGGAAGAATTATTTTGAAAAATACAGAGGTTTC
TGATAAACCCTGAACTGAATGAAAAAATGTTATTATTCCCGAAATACATATAATT
GATCTCCCTGCTTATTGGCGCATAACGGTTCCGGGTTGGATTGAAACAAAATTTA
CTAACACCCCATACTTAATAGTGAGTTTACTTTTGATTGATTTCTCTACTTCGTATT
CATCCTAAATTCTGCTTAATAGTAAGTTTTATTGTGTCCCTTTTGTCTTGACTAGTC
TAAAGGTTATTAGAAAAGTAAGTAGAGCTACAACAGTGTCCAAGTTCAAAAGCA
TAGAAAATTGCGCATATCTGAGCTAGTCTCGGACTTTCGCCAATTCTAGCCACAA
CTACAGACTTCTGGGTACTTTGGACAGCATTTTGTAGAATATATATATTTTTCCAT
TGCTTGCCTGTATACGTCAATAAGGAGTAGCAGGGCCATTATGAGAGCCAGCAGA
AATGTGTCAGCATTATCTGCATCATTACATAGGCATTTAACAACAAACAGTTTCTT
TGCTTCCTGGGGCACATGAGATGCCCCTGTGACCGTCAAACTGGCCTCAAAGTAT
ACTGTTATGCTACTAGTGGTTGCACTTTTACTTTCTGTGTGTGCTAACCCTTTGTGC
CAGTCGGTAGTCCTTTTTGTCCTTCAAAATGACATTATTATTTAGACGAACCAAAA
CTGTATTAAACAGAACTTTGGATGGTGACTTGATAGCCTGTCATTACCTTAGCTTA
TATACTACTGTTTCCTTCATATGTAGTGTTCCGGATCCAAACAGATTAGATTATAA
TTACTTGGCACGGGGATTTATAAATAACTCTAGCAAAGTACTACTCTGGCATTTCC
AGTGGCATTCAAAATCGTGTGCAATCATCATTATGTGCATCTAAGTTGACTTTCTG
GTGAGGAAGCTACATGTTCAAGAATTGAGCTGAGATTATTTCCTACATGACCAAT
TGATAGAATGTGATGTTATTAATATTCTTTCCTGATCAATCTGTGTTCTGAAGAAC
AATGGGCTGTTAGTTGAAGCAATCCATACTACTGTGGAAGTTTTAACTATTTTGCA
TTTTGACTCCAACCATTTCTTACTCTAGTTCATTAAATATAAGCAGTGTTTCCCAT
AAGAACAGATATACAACTAGATTGAACTATTATCTCACCCTGTGTTAAATGTTAT
GTATAAAGCTAACTAAAGCTACACAAGTCCACCTAAGTGCCTAAATGAAGCTAG
AATCAACGTAAAGTTGTGTTAAAAAGAAGAGCTGACTGAGTTGAAATTAACATGT
TTCCTTGCTTACTTGCAGTGTTAAGTGCCTCCGTGAAGGTGGTGTCAGGTTCTCTG
TCAACGGTCGACACTTCTTCTTCACAGTCCTAATCAGCAACGTTGGTGGTGCGGG
TGATGTGAGATCGGTGAAGATCAAAGGAACAGAGTCAGGATGGCTCTCGATGGG
CCGCAACTGGGGTCAGGTGTGGCACATCAACTGTGACATGAGGGGCCAGCCCCT
GTCCTTCGAGCTCAGCTCAAGCGATGGCAAGAGGCTGACCAGTTTTAATGTCGTG



CCCAAGGATTGGGAATATGGAAAAACATACACCGGGAAACAGTTTCTGCTGTAG
ATGGAGTGTCACAAGATCAGCTTACAGTTTCTAATTTTTGTTCTGATCCTACGAGT
TGGACTGTGGTGTATATTCCTCTGTGGAACAAGTAATATCATTAGGAGAAAATTA
CTAGTGCAGGGCCTCAAATAGTAGTTCTTGCTCATAAATGCATTTTCATGTCCCCT
GATAGAAAGCTTGATGTATCAATCAAAATAGAAGGCCGTATTTTGGGTGTCTCCA
TTGTATTACAACATTTTACCTGCCAAGCAATGATAATAGTATCTCTGCATTTCTGT
AGTTGCAACATATCACATGAACAGCAACTTGTTTTTTTTTCACTCTTTACCAGTCA
GCATATCAGGTTCATCTTTGATGCTAAATTCCTTAGTGTAGTGTTTGCAGAATGTA
GAATCCATGAAACATGATCTCAATTATCAAGTCCA



