IDENTIFICATION

Species: Panicum hallii

Locus: Pahal.9G388500

Gene Model: Pahal.9G388500.1.p
Description: PhEXPB-23
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Phallii_v3_ 1
KEGG: https://www.genome.jp/entry/T07366
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DOMAIN ARCHITECTURE
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Specific hits | Pollen_allerg_1

Superfanilies DPBB_R1pA_EXP_N-1like superfamily Pollen_allerg_1 superfamily

Name Accession Description Interval E-value
[+] DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 45-166 1.87e-85
[+] Polien_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pll and Pll| from Lolium perenne: 174-249 9.61e-30

SEQUENCES
Peptide
>PhEXPB-23

MASMIAGSSKVVVALIFSLLVSYGSCARPPPVNLNASAFTADSNWEAARATWYGAPT
GAGPDDDGGACGFKNVNLPPFSSMTSCGNEPLFKDGKGCGSCYQIRCTNHAACSGN
PETVIITDMNYYPVSKYHFDLSGTAFGAMAKPGRNDELRHAGIIDIQFKRVPCDYPGQ
KVTFHVEEGSNPVYFAVLVEFEDGDGDAVQVDLMEASSGSWTPMRESWGSIWRLDS
NHRLQAPFSLRITNESGKQLVASNVIPANWVPNTYYRSIVQY*

CDS (coding sequence)
>PhEXPB-23

ATGGCGTCCATGATCGCCGGCTCGTCCAAGGTGGTGGTTGCACTGATCTTCTCCCT
CCTTGTCTCGTATGGCTCGTGCGCTAGGCCGCCGCCGGTGAACCTTAACGCCTCTG
CCTTCACCGCCGACTCCAACTGGGAGGCTGCCAGGGCCACCTGGTACGGCGLGLC
CACCGGCGCCGGCCCCGACGACGATGGTGGCGCCTGCGGGTTCAAGAACGTCAA
CCTGCCGCCGTTCTCGTCCATGACGTCGTGCGGCAACGAGCCCCTGTTCAAGGAC
GGCAAGGGCTGCGGCTCCTGCTACCAGATTCGATGCACTAACCACGCTGCGTGCT
CCGGCAACCCGGAGACGGTGATCATCACCGACATGAACTACTACCCGGTGTCCAA
GTACCACTTCGACCTCAGCGGCACGGCGTTCGGCGCCATGGCCAAGLCLCLCGGLCGL
AACGACGAGCTCCGCCACGCCGGCATCATCGACATCCAGTTCAAGAGGGTGCCCT
GCGACTACCCCGGGCAGAAGGTGACCTTCCACGTGGAGGAGGGCTCGAACCCTG
TCTACTTCGCGGTGCTCGTCGAGTTCGAGGACGGCGACGGCGACGCTGTGCAGGT
GGACCTCATGGAGGCCAGCTCCGGGTCGTGGACGCCGATGCGCGAGTCCTGGGG
ATCCATCTGGAGGCTGGACTCGAACCACCGGCTGCAGGCGCCCTTCTCGCTGCGC
ATCACCAACGAGTCCGGCAAGCAGCTGGTGGCCAGCAACGTCATCCCGGCCAAC
TGGGTGCCCAACACCTACTACCGCTCCATCGTCCAGTACTAG

Nucleotide
>PhEXPB-23

AAACACTGATATCTTGTGTCTGCTCGGCACAAGCAGTAGCTACCTGCTTTCCTTCT
TAAGTTTGGAGTAGGATTATTGTGCTTGCTGCACTGAGCTAGCGAAGAGATGGCC
TCCTCCTCTTCCAAGGCTGCTGCACTTGCAGCACTACTCTTCTCCCTCCTTGTCAC



GTATGGCTCGTGCGCTCGGCCGGTGAGCTTCAACGCCTCCGCCTTCACCGCCGAC
CCCAACTGGGAGGCCGCCAGGGCCACCTGGTACGGCGCGCCCACCGGCGCTGGT
CCTGACGACGACGGTATGTCCCTGAACGATTGTCGGCCATGGCGGCGCTCGTACG
CATAGGTATAGCTGAATGCCGTAACTTTTTTGGACGACCAATAAACTTATCTGGA
TGCCGTGGCACCCATTCGCTGTGCGTGCAGGTGGCGCCTGCGGGTTCAAGAATGT
CAACCTGCCGCCGTTCTCGGCCATGACGTCGTGCGGCAACGAGCCACTGTTCAAG
GACGGCAAGGGCTGCGGATCCTGCTACCAGGTACTAGATCAATTGGTCAGACGA
AGTTAAAGCTGGTGCCGCGGCCGTAATGGAAACGGAAAGCTCAAGCACAGTTCT
GAGCTAGCTTTGACCCACTCTGTTTTGTTTCCTTCTTTCAGATACGGTGCACTAAC
CACGCTGCGTGCTCCGGCAACCCGGAGACGGTGATCATCACCGACATGAACTACT
ACCCGGTCGCCAAGTACCACTTCGACCTCAGCGGCACGGCCTTCGGCGCCATGGC
CAAGCCCGGCCGCAGCGACGAGCTCCTCCATGCCGGCATCATCGACATCCAGTTC
AAGAGGTGGGTACCATGCATTGCAATGCTCGTTTGCACAGAGCCGCGGAGCATA
ATCATTAGCTCGACCGTCGAGCTTGCCTGTTTCTGTGGAGCCTTGTACTTTATTTG
CTCAACCGATTTTAACGACTATAGCCGGTTTTAAATGGGGCTGGGGCCCACATAG
ATTCGCAGACATACTGTATTATTCTAGTACTTCCAATCCACTCCTAATTTGGCGTC
TGCATGCACTGTGGATCGACAAAGGTCTTCTGATTTCTAAAGCCTAATCCAAACG
TCTCACATGGCTTGTTCCTGCTGCAGGGTGCCCTGCAACTACCCCGGGCAGAAGG
TGACGTTCCACGTCGAGGAGGGCTCGAACGCCGTCTACCTGGCGGTGCTCGTCGA
GTTCGAGGACGGCGATGGCGACGTGGTGCAGGTGGACCTGATGGAGGCCAACTC
CGGGTCGTGGGCGCCGATGCGCGAGTCCTGGGGATCCATCTGGAGGATGGACTCC
AACCACCGGCTGCAGGCGCCCTTCTCGCTGCGCATCACCAACGAGTCCGGCAAGC
AGCTGGTGGCCAGCAACGTCATCCCGGCCGACTGGGTGCCCAACACCTACTACCG
CTCCATCATCCAGTACTAGCGGCCCATGCCCATCACCTGGTGCTGCATGCCCACA
ATAATTCGCTCATTGATTTTTGATTATTCGTCTGGTGCTGTTTCGTTGTTGCATTGG
ATTGAGGTGCCTTAATTAACTAGTTCGTAGGTGAGATATCAGGTGTCCGGCTGTG
CTGGCACTGGCAGTAGTAGGAGTTGTCTGTGTCTGTAAGAGATTGACGAGTGGGA
AATAGAGGAGGCAAGCTTGTAATTGTGCTTTCCCGCCCACTGGTAACGGTGTGAG
ATCAAGGATTTAAGATATATAAACACTGTTTTTGTGTACCAAAAAGCAATCACAC
CT



