IDENTIFICATION

Species: Capsella grandiflora
Locus: Cagra.0239S0061

Gene Model: Cagra.0239S0061.1.p
Description: CgrEXPB-01
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Cgrandiflora_vi_1

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Cgrandiflora_v1_1

GENE STRUCTURE

CerEXPB-01
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Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfanily

List of domain hits A
Name Accession Description Interval E-value
[+] DPBB_EXPB_N d22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 47-168 1.80e-73
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol Pl, Pil and PIIl from Lolium perenne 176-254  2.26e-26
Peptide

>CgrEXPB-01

MAILVVERGYMIVNLLFALTCLLLNLTHCFSPKRLNVSAVSASDSDWSIAGATWYGN
PNGYGSDGGACGYGTAVAEPPFSNMVSAGGASLFKSGKGCGACY QIKCSSKSECSK
KPVTVVITDECPGCVTESVHFDLSGTAFGAIAISGQGSQLRGAGVLEILYRKVECNYIG
KTVTFKVDDGSNANYFAALVEYEDGDGEIGRVELKQALDSDTWMSMSHLWGAVW
KLDVSSPLRAPLSLRVTSLDSGETVVATDVIPADWQPGAKYKSNVNFQV*

CDS (coding sequence)
>CgrEXPB-01

ATGGCAATTCTTGTTGTAGAACGAGGTTACATGATCGTGAACTTACTCTTTGCTCT
AACTTGTCTTCTCTTAAACTTAACTCATTGCTTTAGCCCCAAGAGACTCAACGTTT
CAGCCGTCTCAGCCAGCGATTCTGATTGGTCTATCGCCGGAGCTACGTGGTATGG
CAACCCCAACGGATACGGAAGCGATGGTGGAGCTTGTGGTTATGGAACTGCAGT
AGCAGAACCGCCGTTTTCGAACATGGTATCAGCCGGAGGTGCTTCGTTGTTCAAG
TCAGGGAAAGGATGTGGCGCATGTTACCAGATAAAATGCAGTTCGAAATCAGAG
TGTTCGAAAAAGCCGGTTACGGTAGTGATTACAGACGAATGTCCTGGATGCGTTA
CAGAGTCGGTCCATTTCGATTTGAGTGGTACAGCTTTTGGTGCCATAGCGATTTCT
GGTCAAGGTAGTCAGCTTCGCGGTGCCGGAGTTTTGGAGATTCTTTACAGAAAAG
TTGAGTGCAACTATATAGGCAAAACGGTAACGTTTAAAGTGGATGACGGTTCAAA
CGCTAACTACTTCGCGGCTTTGGTAGAGTATGAAGACGGAGACGGCGAAATTGGC
CGAGTCGAACTCAAACAAGCTTTAGATTCTGACACGTGGATGTCTATGAGCCACT
TATGGGGCGCCGTGTGGAAGCTGGACGTGTCGTCGCCTTTGAGGGCACCGCTGTC
TCTCCGAGTGACTTCGCTGGACTCCGGCGAGACTGTTGTGGCTACCGATGTCATTC
CGGCAGACTGGCAACCCGGCGCCAAGTACAAATCGAACGTGAACTTTCAAGTGT
AG



Nucleotide
>CgrEXPB-01

ATGGCAATTCTTGTTGTAGAACGAGGTTACATGATCGTGAACTTACTCTTTGCTCT
AACTTGTCTTCTCTTAAACTTAACTCATTGCTTTAGCCCCAAGAGACTCAACGTTT
CAGCCGTCTCAGCCAGCGATTCTGATTGGTCTATCGCCGGAGCTACGTGGTATGG
CAACCCCAACGGATACGGAAGCGATGGTATATATACATGTGTTCTTTCGTCAATT
ACACCTTAAACAACCAACTAACTAGTATACAATTAACTAATGACCAAAATATAAT
GATTTATCATGAACTAGGTGGAGCTTGTGGTTATGGAACTGCAGTAGCAGAACCG
CCGTTTTCGAACATGGTATCAGCCGGAGGTGCTTCGTTGTTCAAGTCAGGGAAAG
GATGTGGCGCATGTTACCAGGTTAGTAGGTTACTAACTGCAATTATAGTAAATTT
AAAATTTAGCTTATACACTGATATATGAGCATACGTACAGATAAAATGCAGTTCG
AAATCAGAGTGTTCGAAAAAGCCGGTTACGGTAGTGATTACAGACGAATGTCCTG
GATGCGTTACAGAGTCGGTCCATTTCGATTTGAGTGGTACAGCTTTTGGTGCCATA
GCGATTTCTGGTCAAGGTAGTCAGCTTCGCGGTGCCGGAGTTTTGGAGATTCTTTA
CAGAAAGTATGTATCTAAGGATTTGACGTTAACATTTTTTTTTAATATATATTTAA
TGATTACGAAGGTTATGAAATTAACTAGTTATTTTGGTTGATGTGTGATTGTAGAG
TTGAGTGCAACTATATAGGCAAAACGGTAACGTTTAAAGTGGATGACGGTTCAAA
CGCTAACTACTTCGCGGCTTTGGTAGAGTATGAAGACGGAGACGGCGAAATTGGC
CGAGTCGAACTCAAACAAGCTTTAGATTCTGACACGTGGATGTCTATGAGCCACT
TATGGGGCGCCGTGTGGAAGCTGGACGTGTCGTCGCCTTTGAGGGCACCGCTGTC
TCTCCGAGTGACTTCGCTGGACTCCGGCGAGACTGTTGTGGCTACCGATGTCATTC
CGGCAGACTGGCAACCCGGCGCCAAGTACAAATCGAACGTGAACTTTCAAGTGT
AG



