IDENTIFICATION

Species: Brachypodium distachyon
Locus: Bradi3g33140

Gene Model: Bradi3g33140.1.p
Description: BAEXPB-11
Family: Beta Expansin

3D structure:

GENOME DATABASES

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bdistachyon _v3 1
KEGG: https://www.genome.jp/entry/T01717

EXTERNAL RESOURCES

https://brachypodium.org/
https://archive.gramene.org/species/brachypodium/brachypodium_intro.html



https://phytozome-next.jgi.doe.gov/info/Bdistachyon_v3_1
https://www.genome.jp/entry/T01717
https://brachypodium.org/
https://archive.gramene.org/species/brachypodium/brachypodium_intro.html

GENE STRUCTURE

BAEXPB-11 —
5

L 1 1 1 L 1 1 L 1 1 .
obp 200bp 3000p 6000 BIDp 10000p 12000p 15000p 16000p 1800bp

Legend:
CDs s upstreamy downstream = Intron

DOMAIN ARCHITECTURE

Query seq. e e

Superfanilies PLN03023

Name Accession Description Interval E-value
[+] PLN03023 super family ci33621 Expansin-like B1; Provisional 36-262 1.37e-38
SEQUENCES

Peptide

>BdEXPB-11

MAGFPGNNGVALVALVTALLTCGSCASAGSSGWQAAKATWYGAPTGAGPDDNGG

ACGFKNVNQYPFSSMISCGNEPLFKDGSGCGACYEIRCTKVNNPACSGKAKKIMITD

MNYYPVAKYHFDLSGTAFGAMANPGQNDQLRHAGIIDMQFRRVPCKNRGLNVNFR
VQHGSNPNYLAVLVEYANVDGTVVQMDLRESRRGHPSGPWRPMRRSWGSIWRLDT
YRPLQGPFSLRIRSESGQTLTAKQVIPANWKPDTDYRSRVQFR*

CDS (coding sequence)
>BdEXPB-11

ATGGCTGGGTTCCCTGGCAACAATGGCGTTGCGCTTGTTGCACTCGTCACCGCGC
TTCTCACGTGTGGCTCTTGCGCCTCTGCAGGCTCCTCCGGCTGGCAAGCCGCCAA
GGCCACCTGGTACGGCGCTCCTACGGGTGCCGGTCCCGACGACAACGGTGGTGCT
TGCGGCTTCAAGAATGTGAACCAGTACCCGTTTTCGTCCATGATCTCGTGCGGCA
ACGAGCCCCTGTTCAAGGACGGCAGCGGCTGCGGCGCTTGCTACGAGATACGGT
GCACCAAAGTCAACAACCCTGCCTGCTCCGGCAAGGCGAAGAAGATCATGATCA
CCGACATGAACTACTACCCCGTCGCGAAATACCACTTCGACCTAAGCGGCACGGC
GTTCGGCGCCATGGCCAATCCCGGCCAGAACGACCAGCTCCGCCACGCCGGCATC
ATCGACATGCAGTTCAGGAGGGTGCCATGCAAGAACCGGGGCTTGAACGTGAAC
TTCCGCGTGCAACACGGGTCGAACCCGAACTACCTGGCCGTGCTCGTGGAGTACG
CGAACGTGGACGGGACGGTGGTGCAGATGGACCTCAGGGAGTCCAGGCGLCGGGC
ACCCGAGCGGCCCATGGAGGCCCATGCGCCGCTCCTGGGGATCCATCTGGAGGCT
GGACACCTACCGCCCGCTGCAGGGACCCTTCTCCCTCCGCATCCGCAGCGAGTCC
GGCCAGACGCTGACGGCCAAGCAGGTCATCCCGGCCAACTGGAAGCCCGACACC
GACTACCGGTCCAGAGTCCAGTTCCGTTGA

Nucleotide
>BdEXPB-11

TCGAAACGGCAGACCACATCTGCGTTGCTATAGCGCCAACCACCGGCTAGCTAGC
TAGATATACTAGCGCAAGAGCTGATCGAATTGCAAGTGCAAAAGATGGCTGGGT
TCCCTGGCAACAATGGCGTTGCGCTTGTTGCACTCGTCACCGCGCTTCTCACGTGT
GGCTCTTGCGCCTCTGCAGGCTCCTCCGGCTGGCAAGCCGCCAAGGCCACCTGGT



ACGGCGCTCCTACGGGTGCCGGTCCCGACGACAACGGTATGTTCCGATCGATGGG
GCCTCATGAGTATAGTACATACTTACTCCTTTTCACAAAGAATGTCACGCATCTAT
TTCAAGATTTTACTTTGACTGACAATTAGACTAATGATTTGAGAGTTTTATGCCAA
AAAACTATGTCATTGGATTCGTATTTTAAAAATCTTTCTAACAATATAAAATTTGT
AACATATAATCTACATATATTGGTGTGATTGTTGGTCAAAGTTCGATCTCAAAAA
ACGTGGACGTCATTCTTTGTGAAATGGAGGGAGTATGTTGTTGTGGAGTTACAGT
GTCAATTACATTAGAGTGTTCTCCTAATTATGTTGATCGATGATCCTTGATCGACG
TACGCGCGGGATGCATATGTGCAGGTGGTGCTTGCGGCTTCAAGAATGTGAACCA
GTACCCGTTTTCGTCCATGATCTCGTGCGGCAACGAGCCCCTGTTCAAGGACGGC
AGCGGCTGCGGCGCTTGCTACGAGGTAATACTACTACTCAAAGCTCATTAAATTA
GCTTACTGCCAGTACTACTAGTTGATGCTAGTCATTAAATTAGATTAGTCAAAGCT
CATTAACTGCAACGCAGAGCTCCGTTCACGCTGGAGAACAGCATCATGGAATACG
TACATGGGCGCCGGGTAACATGCACATCGTTGACTGTCTCGATCCTTAATTGGTT
ATTTTTTTTCAGATACGGTGCACCAAAGTCAACAACCCTGCCTGCTCCGGCAAGG
CGAAGAAGATCATGATCACCGACATGAACTACTACCCCGTCGCGAAATACCACTT
CGACCTAAGCGGCACGGCGTTCGGCGCCATGGCCAATCCCGGCCAGAACGACCA
GCTCCGCCACGCCGGCATCATCGACATGCAGTTCAGGAGGTGACCCATAACACAT
TTTCTACTCAACACTTCTGCATAATCGCTTAATTAATTAGTTAGCGGCAAAATCTG
ACGCCATCCGTTGGTGGATGCAGGGTGCCATGCAAGAACCGGGGCTTGAACGTG
AACTTCCGCGTGCAACACGGGTCGAACCCGAACTACCTGGCCGTGCTCGTGGAGT
ACGCGAACGTGGACGGGACGGTGGTGCAGATGGACCTCAGGGAGTCCAGGLCGCG
GGCACCCGAGCGGCCCATGGAGGCCCATGCGCCGCTCCTGGGGATCCATCTGGA
GGCTGGACACCTACCGCCCGCTGCAGGGACCCTTCTCCCTCCGCATCCGCAGCGA
GTCCGGCCAGACGCTGACGGCCAAGCAGGTCATCCCGGCCAACTGGAAGCCCGA
CACCGACTACCGGTCCAGAGTCCAGTTCCGTTGATCTCGATCGGTAGTGTTGCAT
GTGTGATTGGGAAGTACTCCCTTGAATTTTAAATTTGGTACTACGTTATGGGGTCT
CGATTCAACGAGATGTGTGGGAAAAGGAAGCAGGCTAGTGGAGTAGTGTCCATG
TGCTACCCCAGCCACTATCCCAATTCAGAATATGATTGGTTGTAATCTCTATTCGG
GTTTATCTTATATATATCAAGTGTGCATTCTGTCCAAGTATACGTACCCCATGCAT



