
IDENTIFICATION 

Species: Brachypodium sylvaticum 

Locus: Brasy3G211900 

Gene Model: Brasy3G211900.1.p 

Description: BsyEXPB-14 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1  

KEGG:- 

EXTERNAL RESOURCES 

http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy  

https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1
http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>BsyEXPB-14 

MGTLSSFAALAALLAVLAVGGGAVEFNVTDATPADYGGAGLNSSEAAVYWGPWTP

ARATWYGQPNGAGPDDNGGACGFKHTNQYPFASMTSCGNQPLFKDGKGCGSCYKI

RCRKDQSCSGRTETVIITDMNYFPVAPFHFDLSGTAFGRLAKPGLNDKLRHSGIIDIEF

TRVPCEFPGLKIGFHVEEYSNPVYFAVLVEYEDGDGDVVQVDLMESKTAHGPLTGQ

WTRMRESWGSIWRLDSNHRLQAPFSIRITNESGKRLIAREVIPANWRPNTFYRSFVQY

S* 

CDS (coding sequence) 

>BsyEXPB-14 

ATGGGCACGCTCTCCTCCTTCGCTGCTCTGGCGGCGCTGCTTGCCGTCCTGGCCGT

CGGCGGCGGCGCCGTGGAGTTCAACGTCACGGACGCCACCCCGGCCGACTACGG

CGGCGCGGGCCTCAACAGCAGCGAGGCCGCCGTGTACTGGGGCCCGTGGACCCC

GGCCAGGGCCACGTGGTACGGCCAGCCCAACGGCGCCGGCCCCGACGACAACGG

TGGCGCCTGCGGTTTCAAGCACACCAACCAGTACCCGTTCGCGTCCATGACCTCC

TGCGGCAACCAGCCATTGTTCAAGGACGGCAAGGGATGCGGCTCCTGCTACAAG

ATCAGATGCCGGAAGGACCAGTCCTGCTCCGGCAGGACGGAGACGGTGATCATC

ACCGACATGAACTACTTCCCCGTGGCGCCATTCCACTTCGACCTCAGCGGCACGG

CGTTCGGCAGGCTCGCCAAGCCCGGCCTCAACGACAAGCTCCGCCACTCCGGCAT

CATCGACATCGAGTTCACCAGGGTGCCGTGTGAGTTCCCGGGGCTGAAGATCGGG

TTCCACGTGGAGGAGTACTCAAACCCGGTGTACTTCGCGGTGCTGGTGGAGTACG

AGGACGGCGACGGCGACGTGGTGCAGGTGGACCTGATGGAGTCGAAGACGGCCC

ACGGGCCGCTGACGGGCCAGTGGACGCGGATGCGGGAGTCGTGGGGGTCCATCT

GGAGGCTGGACTCCAACCACCGCCTGCAGGCCCCGTTCTCCATCCGCATCACCAA

CGAGTCCGGCAAGAGGCTCATCGCCCGGGAGGTCATCCCGGCCAACTGGAGGCC

CAACACCTTCTACCGATCCTTCGTCCAGTACAGCTGA 

Nucleotide 

>BsyEXPB-14 

TGAAGCCTGAACCCGTTCTCTTCTCACGTCATGGGCAGACCTCAGACGGGCCACC

ACGGCACATGCCGACATTTCTCCCACGCACCTCCAGTCCTGCTCTGTTCTCTGCGT



TCCTTCGAACTCGTCTGCGATCCGAGGCAGCTGAGCCTGAGCTAAGCTGCATGGC

AGCTAGCTAACTACCAGCCCCAACTATCATCTGCCGCCTTTAATTCGCGCTGCCGT

AACACGATGAGTCTGCATGCATTCGAGCCAGGCCATGTGCCACCCAACACGGCAC

GTTCGCCCCCTCCTCCTCTGCTTCTGCTCTGCTCTCGCGCATCGCACAGCGCCTCC

CCGTCTCGTTACCGGCGTACCCGACCCGGCTTATAAATAGCCCCACCGCACCACG

GCCACCTCCCCACTTACAACAAGAACCAAACAAGACCATCACTCCTCTCACCACA

CTCCCAGCAGCTCAGATCCACAGCGCCACACTGCGCAGCAGAGGAATAGGAATG

GGCACGCTCTCCTCCTTCGCTGCTCTGGCGGCGCTGCTTGCCGTCCTGGCCGTCGG

CGGCGGCGCCGTGGAGTTCAACGTCACGGACGCCACCCCGGCCGACTACGGCGG

CGCGGGCCTCAACAGCAGCGAGGCCGCCGTGTACTGGGGCCCGTGGACCCCGGC

CAGGGCCACGTGGTACGGCCAGCCCAACGGCGCCGGCCCCGACGACAACGGTGA

GGATGAATTAAGCATCCACATTTCTGGTTCTTCTTGCTTTGCTTTTCCGAGTTCTCG

TGGAAGGAACGCAATGTGGCTCATGTCGGCGTGATGAATCTTTGCTGCTGCTAGG

TGGCGCCTGCGGTTTCAAGCACACCAACCAGTACCCGTTCGCGTCCATGACCTCC

TGCGGCAACCAGCCATTGTTCAAGGACGGCAAGGGATGCGGCTCCTGCTACAAG

GTAAAATAAAACAAAAACAAAACAGTTCATTGCTAGCGTTGCCGTCCGTTGCAGT

CTGTCTCGACGCCGGCGGGTCGTCGGTCCTGGAGCGTCTGCGAGCGGGCCCCACA

TACACGTGCGTCGTGTGTGTGGGGGTGTGCTCTCTCAGTCGCTTTCCGTGGCACAG

TCGTCTTTTTCTGTGCGGCGTTGCCGTTGCCGCGCATTGATTGGCGCTCTCTCTCTC

TCTTCAACAGCATCTCTGCGTTGCTTTGTTCTTGTTTGAGGCTGACGTTTTGTTTCT

GTTTGGTGGGTTCAGATCAGATGCCGGAAGGACCAGTCCTGCTCCGGCAGGACGG

AGACGGTGATCATCACCGACATGAACTACTTCCCCGTGGCGCCATTCCACTTCGA

CCTCAGCGGCACGGCGTTCGGCAGGCTCGCCAAGCCCGGCCTCAACGACAAGCTC

CGCCACTCCGGCATCATCGACATCGAGTTCACCAGGTCAGACAAATTGCCCTCAT

TTGTTCCTCTCTTCTTCTGCTGCCATGCACTAGTAGTAATTTTGAACCCAAGACAT

CACTGTATGGTATAGAGTACTGGTGTAGCAACTTTAATTTGTACCATTTGCCAGTA

TGATTTCCGTCCAATTCCTGGTTGAATTTTCCACCGGCCAAGTCTGGCAGTTATTA

AAAGTAAAAAAGTTCGGTGGGGGTGGAATTGGGTCGACCCAACCGCCCACATTA

CTCTCTGCCGGACACGGGCGCCAGGCGCACTGACCGTGGCGGCCCGGCCGAACA

CACAGTCCCCCGTCTGCTCTTCACATGCATGTGCAGCTACCATAGCACAGATCTTA

CCTTTATTGCTCGGGCCCAACGCACCTCTTTTTTGCAGCGTTAGCATATGCGTGGC

CTGCCACCATACGGCACCGGCCACCCATTTCCGTCTCCTGTCACACAGCTTTATCA

GACAACACTGGCCAAGCCCCTGATCCAAACGTATCGGAACGAAAAAAAAATTCC

ACGGCAAGATCGAGGAAGAAAACAAAACTAGGAGTATTATCATGCATCGAGTCC

CATTTCCTTCTCTTTGTTGTGTTAGTACTAAAATAAATCTTTGCGTGTGTGGGTGC

AGGGTGCCGTGTGAGTTCCCGGGGCTGAAGATCGGGTTCCACGTGGAGGAGTACT

CAAACCCGGTGTACTTCGCGGTGCTGGTGGAGTACGAGGACGGCGACGGCGACG

TGGTGCAGGTGGACCTGATGGAGTCGAAGACGGCCCACGGGCCGCTGACGGGCC

AGTGGACGCGGATGCGGGAGTCGTGGGGGTCCATCTGGAGGCTGGACTCCAACC

ACCGCCTGCAGGCCCCGTTCTCCATCCGCATCACCAACGAGTCCGGCAAGAGGCT

CATCGCCCGGGAGGTCATCCCGGCCAACTGGAGGCCCAACACCTTCTACCGATCC

TTCGTCCAGTACAGCTGAACCGGCCGGTCCCCACGGGCGCCATCGCCGCTTCTAC

TGCTAATAGGAGTACTAGTAATAATTACTACAGTACTAGTATTACGCAGCTAGTA

GCTGCTACAAGGTCTCGTCGGGGAGAGTCCGGCTGTTGCCGTTGCGTTTTGGTGT

AAACTGTATCGTTTGGGGGAGTGTGTGTGTGTGTGGTATGGGGTGCGTCCTTTTA

GGTGAGGCGTCGTCTCGAGGAAGAAAGTGTCCGTCCGGAGTATGGTTGGGGTCTG

GGTCGCTAGGGCCGTGATGAGGGTCGGAGTCATGTACTGCAGTGTTGGCAAGTGG



GGGAGGCAAAGCTGTGTGGGAAATGGAGGAGGCAGGCGTACAAGATACGCTCTC

CCGCCCACTGTCGCTTTATAATTTACCATTCAAGGCGGTGATTAATGGAAAATAT

ATTGTTACTATATT 




