IDENTIFICATION

Species: Chenopodium quinoa
Locus: AUR62018602

Gene Model: AUR62018602
Description: CQEXPA-20
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Cquinoa_v1 0
KEGG: https://www.genome.jp/entry/T05764

EXTERNAL RESOURCES
https://www.cbrc.kaust.edu.sa/chenopodiumdb/
http://quinoa.kazusa.or.jp/index.html
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GENE STRUCTURE
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Legend:

Exon — Iniron

DOMAIN ARCHITECTURE
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Query seq,
Superfanilies PHAO3291

PLN0O193
+ Name Accession Description Interval  E-value
[+] PLN00193 super family cl33423 expansin-A; Provisional 93-317 4.40e-34
[+] PHA03291 super family cl3005 envelope glycoprotein I; Provisional 277 5.56e-03
SEQUENCES

Peptide

>CQEXPA-20

MTTKLAVVDGSYGRSYGHNKHRWYTSPSTSYTPSTSY TPSTSDMPSASDTPSASYTP
WTSDAPYTDTPSTSDIPSTSDVVPSTSYSSSSSSAWQLAHATFYGDETASETMGGACG
YGNLHDSGYGFETAALSTVMFNNGKACGACYEIKCVESKWCFANAPSIKITATNLCP
PNWYQASDAGGWCNPPRSHFDLSKPMFMKIAEWTAGIVPVNYRKVSCGRQGGIRFQ
FQGNPYWLLVVVLNVGGDGDVSEMWVKGAQTDWISMSRNWGASFQAFSKLGGQP
LSFKLONAVGETVYAYNVCPTYWSTGQTYEANTNFIN*

CDS (coding sequence)
>CgEXPA-20

ATGACAACAAAATTGGCCGTCGTGGATGGGTCTTATGGACGGTCCTATGGCCACA
ATAAACATAGATGGTACACGTCGCCGTCTACCTCATACACACCATCAACCTCCTA
CACACCGTCAACCTCCGATATGCCATCGGCCTCTGACACTCCATCGGCCTCCTAC
ACGCCATGGACCTCAGACGCACCGTATACGGACACACCGTCGACATCTGATATTC
CCTCAACCTCTGATGTCGTGCCGTCAACCTCGTACTCGTCATCGTCATCGTCAGCA
TGGCAATTAGCTCATGCTACGTTTTATGGGGATGAAACTGCTTCCGAGACCATGG
GAGGGGCGTGTGGATACGGAAACTTGCACGATAGTGGGTACGGATTTGAAACAG
CAGCGCTTAGCACGGTAATGTTCAACAATGGGAAAGCTTGTGGGGCTTGTTACGA
GATCAAATGTGTCGAGTCAAAATGGTGCTTCGCCAACGCACCTTCCATTAAGATC
ACAGCCACCAACCTCTGCCCTCCTAACTGGTACCAGGCCAGCGATGCCGGCGGGT
GGTGCAACCCACCTCGCTCCCATTTTGACTTGTCTAAGCCCATGTTCATGAAGATT
GCCGAATGGACTGCCGGCATTGTCCCCGTCAATTATAGAAAGGTGTCGTGTGGAA
GGCAAGGAGGAATTAGATTTCAATTCCAAGGGAACCCATATTGGTTGCTAGTGGT
TGTGTTGAACGTGGGAGGAGATGGAGATGTATCCGAAATGTGGGTAAAAGGTGC
TCAAACAGATTGGATTAGCATGAGCCGAAATTGGGGAGCTTCTTTCCAAGCATTC
TCCAAATTAGGAGGCCAACCTCTCTCTTTCAAACTCCAAAATGCAGTCGGAGAAA
CTGTATATGCTTATAATGTTTGCCCTACTTATTGGTCTACAGGGCAAACTTACGAA
GCCAATACAAATTTTATAAACTAA



Nucleotide
>CgEXPA-20

ATGACAACAAAATTGGCCGTCGTGGATGGGTCTTATGGACGGTCCTATGGCCACA
ATAAACATAGATGGTACACGTCGCCGTCTACCTCATACACACCATCAACCTCCTA
CACACCGTCAACCTCCGATATGCCATCGGCCTCTGACACTCCATCGGCCTCCTAC
ACGCCATGGACCTCAGACGCACCGTATACGGACACACCGTCGACATCTGATATTC
CCTCAACCTCTGATGTCGTGCCGTCAACCTCGTACTCGTCATCGTCATCGTCAGCA
TGGCAATTAGCTCATGCTACGTTTTATGGGGATGAAACTGCTTCCGAGACCATGG
GTTAGTTTTGCTTCCATTTATTATATATGCCTTCATATTTTATACTCCATATAACTA
TATCAGAAAGACTTTTTGATGGCTACATACACAAAATTTATAGCTATTGTAAAAT
TAAAAGCTTGAAATTTAAAGAGGTTATATAATCTTGTCTATTGTTATATCATCATA
TAACACAAAGGGCATGCAAGTATTACAGACTACATACCTATGTTACCTTTGTCAG
TCTGTCACATACTTCCTCCGTTCAATTAATATTGCAACAATGGACTTTTTGCACTA
TTCATCACTCTCGTTTGACCATATAACATGAGTTATACGTTAAGCAAAATATAGTC
AAGTGAGATCTTGTTGGGTTCGTCTCATAAAATACTTTCACAATATCAACTTTTTA
TAATTTTTACTTTTACACAATTATAGATATTTAGCATATAAAATGTGTTTTGGATA
CGTAATTTCCTCCTTGTTGCAATATTAACTGAACGGAGGAAGTACATTTTATGTGC
AACTTTTAAACCTTATTTATGATACATAAAAATATAATTAAATTTGATTATGAGCA
GGAGGGGCGTGTGGATACGGAAACTTGCACGATAGTGGGTACGGATTTGAAACA
GCAGCGCTTAGCACGGTAATGTTCAACAATGGGAAAGCTTGTGGGGCTTGTTACG
AGATCAAATGTGTCGAGTCAAAATGGTGCTTCGCCAACGCACCTTCCATTAAGAT
CACAGCCACCAACCTCTGCCCTCCTAACTGGTACCAGGCCAGCGATGCCGGLGGG
TGGTGCAACCCACCTCGCTCCCATTTTGACTTGTCTAAGCCCATGTTCATGAAGAT
TGCCGAATGGACTGCCGGCATTGTCCCCGTCAATTATAGAAAGTATGTATACAAT
CCTCTATTCTACTAAACATCCCTAATAGTGGACTTTTTTTTTTTTTTTGGGTACTAT
TAAGAGGCATTAAAGAAGTTTAGGTGCCACGTGGCGCGTTCTTACAAGATTTGAA
CCAACAACCTCAAGTTTAAACTCTAACGTGTTAGCCACTAAGCTATTACCATATTT
CATGTCATTTAATAAAAATTTATTACTAATAAAGATTTTTATCATGGAAATAATGC
AGTAACTCGGGGCATCGTTCGAGCCTAACACTAATGATCTTTTACTAATGTGCGG
ATTTGACATTGTTGCAGGGTGTCGTGTGGAAGGCAAGGAGGAATTAGATTTCAAT
TCCAAGGGAACCCATATTGGTTGCTAGTGGTTGTGTTGAACGTGGGAGGAGATGG
AGATGTATCCGAAATGTGGGTAAAAGGTGCTCAAACAGATTGGATTAGCATGAG
CCGAAATTGGGGAGCTTCTTTCCAAGCATTCTCCAAATTAGGAGGCCAACCTCTC
TCTTTCAAACTCCAAAATGCAGTCGGAGAAACTGTATATGCTTATAATGTTTGCCC
TACTTATTGGTCTACAGGGCAAACTTACGAAGCCAATACAAATTTTATAAACTAA




